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Department of Medicine T, Tel-Aviv Medical Center, Sackler Faculty of 
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WOLLACH D; ADERKfl D; ENGELMANN H; NOPHAR Y; KEMPER O; HOLTMANN H; 
BRAKEBUSCH C; VILLA S; GONDI F G; BUCCIARELLI U 

DEP. MOL. GENET. VIROL., WEIZMANN INST. SCI., REHOVOT 7&10ia, ISR. 
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Jouv-nal Codes PV3 
Languages : ENGLISH 
Document types JOURNAL ARTICLE 

£6/3/11 (Item 11 from files 155) 

074870£1 910060£1 

Soluble forms of tumor necrosis factor receptors (TNF-Rs). The cDNA for 
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Evidence for immunological cross-reactivity with cell surface tumor 
necrosis factor receptors. 

Engelmann H; Novick D; W allach D 

D'epart ment of Molecular Genetics and Virology, Weizmann Institute of 
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of the TNF receptor- 
Smith CA5 Davis T; Wignall JM; Din WS; Farrah T5 Upton C5 McFadden G5 
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Languages : ENGLISH 
Document type: JOURNAL ARTICLE 



Kronke M; Scheurich 

C; Adolf GR 
Bender + Co GesmbH, V 
9 (10) p705-15, ISSN 




necrosis factor 
imor necrosis 



maier K; Lantz M; 



Austria. 
-5498 



£6/3/8 (Item 8 from file: 155) 

07543364 /9106£364 

Purification and characterization of an inhibitor (soluble tumor necrosis 
factor/^ receptor) for tumor necrosis, factor and lymphotoxin obtained from 
thfe 3^rum ul traf i Itrat es of human cancer patients- 
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Department of Molecular Genetics and Virology, Weitzmann Institute of 
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Department of Medicine, Tel-ftviv Sourasky Medical Center, Sackler School 

of Medicine, Tel ftviv University, Israel- 
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The gene for the type 1 tumor necrosis factor receptor (TNF-Rl) is 

localised on band l£pl3. 
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Department of Molecular Genetics and Mirology, Weizmann Institute of 
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STUDYING STRUCTURE-FUNCTION RELATIONSHIP IN THE HUMAN TYPE 1 P55 
TNF-RECEPTOR USING HETEROLOGOUS EXPRESSION IN MURINE CELLS 

BRAKEBUSCH C; NOPHAR Y5 KEMPER 0; ENGELMANN H5 GRUNEWALD M; KING A; 
WALLACH D 

SCH. MED., HANNOVER, FRG. 

TWENTY-EIGHTH NATIONAL MEETING OF THE SOCIETY FOR LEUKOCYTE BIOLOGY AND 
THE TWENTY-FIRST LEUKOCYTE CULTURE CONFERENCE, ASPEN, COLORADO, USA, 
SEPTEMBER £8-0CT0BER 1, 1991. J LEUKOCYTE BIOL 0 (SUPPL. £) . 1991. 98. 
CODEN: JLBIE 

Language: ENGLISH 

Document Type: CONFERENCE PAPER 

3£/3/£5 (Item 8 from file: 5) 

7766655 BIOSIS Number: 90134655 

SOLUBLE FORMS OF TUMOR NECROSIS FACTOR RECEPTORS TNF-RS THE COMPLEMENTARY 
DNA FOR THE TYPE I TNF-R CLONED USING AMINO ACID SEQUENCE DATA OF ITS 
SOLUBLE FORM ENCODES BOTH THE CELL SURFACE AND ft SOLUBLE FORM OF THE 
RECEPTOR 

NOPHftR Y; KEMPER 0; BRftKEBUSCH C5 ENGELMftNN H; ZWANG R; ftDERKA D| 
HOLTMANN H; WALLACH D 

DEP. MOL. GENETICS VIROL., WEIZMANN INST. SCI., REHOMOT, ISRAEL 76100. 

EMBO (EUR MOL BIOL ORGAN) J 9 (10). 1990. 3£&9-3£7e. CODEN: EMJOD 

Full Journal Title: EMBO (European Molecular Biology Organization) 
Journal 

Language: ENGLISH 

3£/3/£6 (Item 9 from file: 5) 

7743514 BIOSIS Number: 90111514 

ANTIBODIES TO A SOLUBLE FORM OF A TUMOR NECROSIS FACTOR TNF RECEPTOR HAVE 
TNF-LIKE ACTIVITY 

ENGELMANN H; HOLTMANN H; BRAKEBUSCH C; AVNI Y S; SAROV I; NOPHAR Y; HADAS 
E; LEITNER 0; WALLACH D 

DEP. MOL. GENETICS VIROL., WEIZMANN INST., REHOVOT 76100, ISRAEL. 
J BIOL CHEM £65 (£4). 1990. 14497-14504. CODEN: JBCHA 
Full Journal Title: Journal of Biological Chemistry 
Language: ENGLISH 

3£/3/£7 (Item 10 from file: 5) 

7548787 BIOSIS Number: 39061394 

RECEPTOR-RELATED ASPECTS OF THE MODE OF ACTION OF TUMOR NECROSIS FACTOR 
AND ITS MODULATION 

HOLTMANN H; BRAKEBUSCH C; ENGELMANN H; KOENIG M; KLOCKE R; NOPHAR Y; 
RESCH K; WALLACH D 

DEP. MOL. PHARMACOL. , MEDICAL SCH. HANNOVER, FRG. 

31ST SPRING MEETING OF THE DEUTSCHE 6ESELLSCHAFT FUER PHARMAKOLOGIE UND 
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3S/3/17 (Item 17 from file: 155) 

05948378 86249378 

Binding of human TNF-alpha to high-affinity cell surface receptors! 
effect of IFN. 

Israel S; Hahn T; Holtmann H; Wallach D 

Immunol Lett Apr 1986, 12 <4) p£17-24, ISSN 0165-i=:478 
Journal Codes GIH 
Languages: ENGLISH 
Document types JOURNAL ARTICLE 

32/3/18 (Item 1 from file: 5) 

8904179 BIOSIS Numbers 42129179 

CELL SURFACE AND SOLUBLE TNF RECEPTORS 

WALLACH D; ADERKA D; ENGELMANN H; NOPHAR Y; KEMPER 0; HOLTMANN H; 
BRAKEBUSCH C; VILLA S; GONDI F G; BUCCIARELLI U 

DEP. MOL. GENET. VIROL., WEI2MANN INST. SCI., REHOVOT 76100, ISR. 

OSAWA, T. AND B. BONAVIDA (ED.). TUMOR NECROSIS FACTORS 
STRUCTURE-FUNCTION RELATIONSHIP AND CLINICAL APPLICATION; 3RD INTERNATIONAL 
CONFERENCE ON TUMOR NECROSIS FACTOR AND RELATED CYTOKINES, MAKUHARI, JAPAN, 
NOVEMBER 21-25, 1990. IX+291P. S. KARGER AGs BASEL, SWITZERLAND; NEW YORK, 
NEW YORK, USA, ILLUS. ISBN 3-8055-5458-3. 0 (0). 1992. 47-57. CODEN: 
36660 

Language: ENGLISH 

Document Type: CONFERENCE PAPER 

32/3/19 (Item 2 from file: 5) 

8897179 BIOSIS Number: 42122179 

CHANGES IN THE EXPRESSION OF TUMOR NECROSIS FACTOR RECEPTOR DURING 
DIFFERENTIATION OF HL-60 CELLS 

HOLTMANN H; WINZEN R; BRAKEBUSCH C; NOPHAR Y; ENGELMANN H; RESCH K; 
WALLACH D 

INST. MOLECULAR PHARMACOL. , MED. SCH. , HANNOVER, FRG. 

KEYSTONE SYMPOSIUM ON CYTOKINES IN GROWTH AND DEVELOPMENT, TAOS, NEW 
MEXICO, USA, FEBRUARY 1-8, 1992. J CELL BIOCHEM SUPPL 0 (16 PART B) . 1992. 
293. CODEN: JCBSD 

Language: ENGLISH 

Document Type: CONFERENCE PAPER 

32/3/20 (Item 3 from file: 5) 

8625551 BIOSIS Number: 42050551 

CONTROL OF THE CELLULAR RESPONSE TO TUMOR NECROSIS FACTOR TNF 

HOLTMANN H; KOENIG M; ENGELMANN H; WALLACH D; RESCH K 

INST. MOL. PHARMACOL., MED. SCH., 3000 HANNOVER 61, GER. 

XXIIND MEETING OF THE SOCIETY OF IMMUNOLOGY, LUEBECK-TRAVEMUENDE, 
GERMANY, OCTOBER 23-26, 1991. IMMUNOBIOLOGY 183 (3-4). 1991. 257-258. 
CODEN: IMMND 

Languages ENGLISH 

Document Type: CONFERENCE PAPER 

32/3/21 (Item 4 from files 5) 

8667789 BIOSIS Number: 92132789 

HUMAN NEUTROPHIL ELASTASE RELEASES A LIGAND-BINDING FRAGMENT FROM THE 
75-KDA TUMOR NECROSIS FACTOR TNF RECEPTOR COMPARISON WITH THE PROTEOLYTIC 
ACTIVITY RESPONSIBLE FOR SHEDDING OF TNF RECEPTORS FROM STIMULATED 
NEUTROPHILS 

PORTEU F; BROCKHAUS M; WALLACH D; ENGELMANN H; NATHAN C F 

CORNELL UNIV. MED. COLL., BOX 57, 1300 YORK AVE., NEW YORK, N. Y. 10021. 

J BIOL CHEM 266 (28). 1991. 18846-18853. CODEN: JBCHA 

Full Journal Title: Journal of Biological Chemistry 

Languages ENGLISH 

32/3/22 (Item 5 from ^ke: 5) 

8659323 BIOSIS Number :^£124323 

THE GENE FOR THE TYPE II P75 TUMOR NECROSIS FACTOR RECEPTOR TNF-RII IS 
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Document Type: CONFERENCE PAPER 
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71513&£: BIOSIS Number: 88074107 

A TUMOR NECROSIS FACTOR-BINDING PROTEIN PURIFIED TO HOMOGENEITY FROM 
HUMAN URINE PROTECTS CELLS FROM TUMOR NECROSIS FACTOR TOXICITY 

ENGELMANN H; ADERKA D; RUBINSTEIN M; ROTMAN D; WALLACH D 

DEP. VIROL., WEI2MANN INST. SCI., REHOVOT, ISRAEL. 

J BIOL CHEM £64 (£0). 1989. 11974-11980. CODEN: JBCHA 

Full Journal Title: Journal of Biological Chemistry 

Language: ENGLISH 
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&7&fe030 BIOSIS Number: 36096551 

IL-1 AND IFN MODULATE TNF-RECEPTOR EXPRESSION IN HUMAN POLYMORPHONUCLEAR 
AND MONONUCLEAR LEUKOCYTES 

HAHN T; ENGELMANN H; HOLTMANN H; LANDAU Z; WALLACH D 

PEDIATRIC RES. INST., KAPLAN HOSP. , REHOVOT. 

ANNUAL INTERNATIONAL SOCIETY FOR INTERFERON RESEARCH MEETING ON 
INTERFERONS AND CYTOKINES, KYOTO, JAPAN, NOVEMBER 14-18, 1988. J INTERFERON 
RES 8 (SUPPL. 1). 1988. S148. CODEN: JIRED 

Languages ENGLISH 

Document Type: CONFERENCE PAPER 

3£/3/30 (Item 13 from file: 5) 

&56£18£ BIOSIS Number: 860£a733 

DOMINANCE OF RESISTANCE TO THE CYTOCIDAL EFFECT OF TUMOR NECROSIS FACTOR 
IN HETEROKARYONS FORMED BY FUSION OF RESISTANT AND SENSITIVE CELLS 

NOPHAR Yj HOLTMANN H; BER R; WALLACH D 

DEP. VIROL., WEIZMANN INST. SCI., REHOVOT 76100, ISRAEL. 
J IMMUNOL 140 (10). 1988. 3456-3460. CODEN: JOIMA 
Full Journal Title: Journal of Immunology 
Language: ENGLISH 
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610£31£ BIOSIS Number: 34104619 

REGULATION OF CELL RESPONSE TO TUMOR NECROSIS FACTOR 

WALLACH D| NOPHAR Y; ADERKA D; ISRAEL S; HAHN T; ENGELMANN H; HOLTMANN H 
WEIZMANN INST. SCI., REHOVOT 76100, ISRAEL. 

INTERNATIONAL CONFERENCE ON TUMOR NECROSIS FACTOR AND RELATED CYTOTOXINS, 
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1987. 4£. CODEN: IMMND 

Language: ENGLISH 

Document Type: CONFERENCE PAPER 
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5977388 BIOSIS Number: 84109953 
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HOLTMANN H; WALLACH D 

DEP. VIROL., WEIZMANN INST. SCI,, REHOVOT 76100, ISR. 
J IMMUNOL 139 (4). 1987. 1161-1167, CODEN: JOIMA 
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1. US-07-625-668A-1 < 1-2175) 

Q12215 Type I TNF receptor. 



ID 


Q12215 standard 


5 DNA; 2176 BP. 




AC 


Q12215; 






DT 


12-SEP-1991 (first entry) 




DE 


Type I TNF receptor. 




KW 


Tumour Necrosis 


Factor; TNF; binding 


protein; TBF 


□S 


Homo sapiens. 






FH 


Key 


Location/Qualifiers 




FT 


term i nator 


244. .246 




FT 


/»tag= a 






FT 


/note= "in-frame termination codon" 




FT 


CDS 


256. . 1620 




FT 


/»tag= a 






FT 


/product= type 


I TNF receptor 




FT 


5 ig_pept i de 


256. .318 




FT 


/#tag= b 






FT 


mat_pept i de 


319. .1620 




FT 


/»tag= c 






FT 


mi sc_RNA 


319. .864 




FT 


/»tag= d 






FT 


/label= soluble 


_domain 




FT 


/note= "may be 


2 codons shorter or a 


feui codons 


FT 


longer" 






FT 


misc_feature 


376. .414 




FT 


/»tag= e 






FT 


/note= "TBP-I derived sequence" 




FT 


m i sc_f eature 


583. .627 




FT 


/»tag= f 






FT 


/note= "TBP-I derived sequence" 


FT 


mi sc_f eature 


850. .858 




FT 


/*tag= g 






FT 


/note= "TBP-I derived sequence" 




FT 


mi sc_RNA 


889. .957 




FT 


/»tag= h 






FT 


/label= transmembrane_domain 




FT 


repeat_unit 


385. .504 




FT 


/*tag= i 






FT 


/nunber= 1 






FT 


repeat_un i t 


505. .633 




FT 


/*tag= J 






FT 


/numbers 2 






FT 


repeat_un i t 


634. .756 




FT 


/*tag= k 






FT 


/number= 3 






FT 


repeat_un i t 


757.. 858 




FT 


/»tag= I 




^ ^1 



2020 2030 2040 2050 206P 2070 2080 

ACTAATAGAAACTTGGCACTCLTGTGCCCTCTGCCTGGACAAGCACAT^GCAAGCTGAACTGTCCTAAGGCA 

I I I I I I I I I I i I I I i I i I i I V I I I i I I I I i I I i I I I I i I I i I I I I #i I I I I I I I I I I I I I I I I I I I I I 

ACTAATAGAAACTTGGCACTCCTGTGCCCTCTGCCTGGACAAGCACATTfGCAAGCTGAACTGTCCTAAGGCA 
2020 2030 2040 2050 2060 2070 2080 

2090 2100 2110 2120 2130 2140 2150 

GGGGCGAGCACGGAACAATGGGGCCTTCAGCTGGAGCTGTGGACTTTTGTACATACACTAAAATTCTGAAGT 

M I I i I i 1 1 I i I I I i I I i I I i I i I i I i I i I I I I I I I i i i I i i i I I I I I i I I I i I i I I I M i I I I I i i i I I i I 

GGGGCGAGCACGGAACAATGGGGCCTTCAGCTGGAGCTGTGGACTTTTGTACATACACTAAAATTCTGAAGT 
2090 2100 2110 2120 2130 2140 2150 2160 

2160 2170 X 

TAAAAAAAAAAAAAAA 

I I I I I I I I I I i I I i I I 
TAAAAAAAAAAAAAAA 
2170 X 



2. US-07-625-668A-1 (1-2175) 

Q06285 Hunan Tumour Necrosis Factor-Receptor cDNA insert. 

ID Q06285 standard; DNA; 2141 BP. 

AC Q06285; 

DT 29-JAN-1991 (first entry) 

DE Hunan Tumour Necrosis Factor-Receptor cDNA insert. 

KW Tunour necrosis factor binding protein; TNF-BP? TNF-receptor » 

KW lanbdaTNF-R2; raTNF-R8; ss. 

OS Hono sapiens. 

FH Key Loc at i on/ Qua I i f i er s 

FT CDS 213. .1577 

FT /*tag= a 

FT /label=huTNF-R 

PN EP-393438-A. 

PD 24-0CT-1990. 

PF 06-APR-1990J 106624. 

PR 21-APR-1989J DE-913101. 

PR 21-JUN-1989; DE-920282. 

PA (BOEH ) BOEHRINGER I NGELHE I M I NT . 

PI Hauptmann Rr Hinmler At Maurer — Fogy l? Stratoua C; 

DR WPI; 90-321987/43. 

DR P-PSDB; R07451. 

PT DNA encoding TNF binding protein and TNF- receptor - used in 

PT tumour treatment and to understand mechanisnsm to TNF action 

PS Disclosure? Fig 91(1-2); 51pp; German. 

CC raTNF-R8 (Q062S4) was used to screen the HS913T cDNA library. 

CC LambdaTNF-R2 encodes the complete human TNF-R2 and was used to 

CC construct a plasnid (pADTNF-R) expressing the product the sane uay 

CC as pADTNF-BP (see Q06282) . 

CC See also Q06282-Q062S5 . 

SQ Sequence 2141 BP; 455 A; 633 C; 593 G; 460 T; 

Initial Score = 1711 Optimized Score = 2087 Significance = 42.35 
Residue Identity = 987. Matches = 2097 Mismatches = 35 

Gaps = 2 Conservative Substitutions = 0 

40 X 50 60 70 80 90 100 

ACTGGAGCCTCAGTCCAGAGAATTCTGAGAAAATTAAAGCAGAGAGGAGGGGAGAGATCACTGGGACCAGGC 

III III i II I III I I I I I I I I I I I I i II I I I I 

GAATTCTCTGGACTGAGGCTCCAGTTCTGGCCTTTGGGGTTCA-AGATCACTGGGACCAGGC 
X 10 20 30 40 50 60 

110 120 130 140 150 160 170 

CGTGATCTCTATGCCCGAGTCTCAACCCTCAACTGTCACCCCAAGGCACTTGGGACGTCCTGGACAGACCGA 

I I I II I I I I I II I I I I I I I I I I I I I I i I I I I I I I I I I I I II I 11 I I II I I II II II I I I I I I I I I I I I I I I I 
CGTGATCTCTATGCCCGAGTCTCAACCCTCAACTGTCACCCCAAGGCACTTGGGACGTCCTGGACAGACCGA 



1230 1240 1250 1260 1270 1280 1290 

ATCCTTGCGACAGCCCTCGCCTCCGACCCCATCCCCAACCCCCTTCAGAAGTGGGAGGACAGCGCCCACAAG 

i I I I i i I I i I i I I I I I I I I I i I I I I I i I t I I i I' I I I I -I I I I I I I I i I I I i I I i I I I I I I I I I I I I M I I I I I 
ATCCTTGCGACAGCCCTCGCCTCCGACCCCATCCCCAACCCCCTTCAGAAGTGGGAGGACAGCGCCCACAAG 
1230 1240 1250 1260 1270 1280 1290 

1300 1310 1320 1330 1340 1350 1360 

CCACAGAGCCTAGACACTGATGACCCCGCGACGCTGTACGCCGTGGTGGAGAACGTGCCCCCGTTGCGCTGG 

I I I I I I I I I I M I I I I i I I I i I M i I I I I I I I i I I I I i I I I I I I I I I I I I I I I I I I i I I M I i i I I I I i i I I 
CCACAGAGCCTAGACACTGATGACCCCGCGACGCTGTACGCCGTGGTGGAGAACGTGCCCCCGTTGCGCTGG 
1300 1310 1320 1330 1340 1350 1360 

1370 1380 1390 1400 1410 1420 1430 1440 

AAGGAATTCGTGCGGCGCCTAGGGCTGAGCGACCACGAGATCGATCGGCTGGAGCTGCAGAACGGGCGCTGC 

I I I I i I I I I I I I I I I I I I i I I I I I I I I I I I i i I I i I I I I I I I I I I I I I I I I I I I I I i I I I I I I I I I i I I I i I 
AAGGAATTCGTGCGGCGCCTAGGGCTGAGCGACCACGAGATCGATCGGCTGGAGCTGCAGAACGGGCGCTGC 
1370 1380 1390 1400 1410 1420 1430 1440 

1450 1460 1470 1480 1490 1500 1510 

CTGCGCGAGGCGCAATACAGCATGCTGGCGACCTGGAGGCGGCGCACGCCGCGGCGCGAGGCCACGCTGGAG 

I I I i i I I I I I I I I I I I I I I I I i I I M I I I I I I I I I I I I i I I I i I I I I I I I i I I I I I I I I I i I I I I I I I I I I i 
CTGCGCGAGGCGCAATACAGCATGCTGGCGACCTGGAGGCGGCGCACGCCGCGGCGCGAGGCCACGCTGGAG 
1450 1460 1470 1480 1490 1500 1510 

1520 1530 1540 1550 1560 1570 1580 

CTGCTGGGACGCGTGCTCCGCGACATGGACCTGCTGGGCTGCCTGGAGGACATCGAGGAGGCGCTTTGCGGC 

I I I I I I I I i I i i I I i I I I I I I I I i I I i I I I I I I I I I I I I i I I i I I I I I I I i I I M I I i I M I I I I I I I I I I I 
CTGCTGGGACGCGTGCTCCGCGACATGGACCTGCTGGGCTGCCTGGAGGACATCGAGGAGGCGCTTTGCGGC 
1520 1530 1540 1550 1560 1570 1580 

1590 1600 1610 1620 1630 1640 1650 

CCCGCCGCCCTCCCGCCCGCGCCCAGTCTTCTCAGATGAGGCTGCG-CCCTGCGGGCAGCTCTAAGGACCGT 

I I I I I I I I i I I I I I I I i I I I I I i I i I I i i I i I I I I I i I I I i I I i I I I I I i I I I i I I I i I i I i I I I I I i I I I 
CCCGCCGCCCTCCCGCCCGCGCCCAGTCTTCTCAGATGAGGCTGCGCCCCTGCGGGCAGCTCTAAGGACCGT 
1590 1600 1610 1620 1630 1640 1650 

1660 1670 1680 1690 1700 1710 1720 

CCTGCGAGATCGCCTTCCAACCCCACTTTTTTCTGGAAAGGAGGGGTCCTGCAGGGGCAAGCAGGAGCTAGC 

i I I I I I i I I I I I I I I i I I I I I i i I i I I I I I i I i I I I i I I I i I i I i I I M I i i I I I I I I i I M i i M i I I I I I 
CCTGCGAGATCGCCTTCCAACCCCACTTTTTTCTGGAAAGGAGGGGTCCTGCAGGGGCAAGCAGGAGCTAGC 
1660 1670 1680 1690 1700 1710 1720 

1730 1740 1750 1760 1770 1780 1790 

AGCCGCCTACTTGGTGCTAACCCCTCGATGTACATAGCTTTTCTCAGCTGCCTGCGCGCCGCCGACAGTCAG 

I I i i i I I I i I I I I I i i i I i I I I i I I I I I i I I I I I i I I I I I i I I I I I I I I I I I I I i I I I I I I I i I I I I I I I I I 
AGCCGCCTACTTGGTGCTAACCCCTCGATGTACATAGCTTTTCTCAGCTGCCTGCGCGCCGCCGACAGTCAG 
1730 1740 1750 1760 1770 1780 1790 1800 

1800 1810 1820 1830 1840 1850 1860 1870 

CGCTGTGCGCGCGGAGAGAGGTGCGCCGTGGGCTCAAGAGCCTGAGTGGGTGGTTTGCGAGGATGAGGGACG 

I I I I I I i I I I I I I I I I I I i I I i ! I I I I I I I i I I M I I I I i i I I I I I I I i I I I I I I I I I I I I I i I I I M I I I I 
CGCTGTGCGCGCGGAGAGAGGTGCGCCGTGGGCTCAAGAGCCTGAGTGGGTGGTTTGCGAGGATGAGGGACG 
1810 1820 1830 1840 1850 1860 1870 

1880 1890 1900 1910 1920 1930 1940 

CTATGCCTCATGCCCGTTTTGGGTGTCCTCACCAGCAAGGCTGCTCGGGGGCCCCTGGTTCGTCCCTGAGCC 

I I i I I I I I M I I I I I I I I I i I I i I I I i I I I I I I I I I I I I I I I I I i I I I I i I i i I I I I I I i i I I I I I M I I I I 
CTATGCCTCATGCCCGTTTTGGGTGTCCTCACCAGCAAGGCTGCTCGGGGGCCCCTGGTTCGTCCCTGAGCC 
1880 1890 1900 1910 1920 1930 1940 

1950 1960 1970 1980 1990 2000 2010 

TTTTTCACAGTGCATAAGCAGTTTTTTTTGTTTTTGTTTTGTTTTGTTTTGTTTTTAAATCAATCATGTTAC 
I I I I i I I I I I I i I I I I I I I i I I I I I I I I I I I I I I I I i I i i I I I I i I I iJJ I I I I I I I I I I I I I I I I I I I I i I 
TTTTTCACAGTGCATAAGCAJfc-TTTTTTGTTTTTGTTTTGTTTTGTMGTTTTTAAATCAATCATGTTAC 
1950 1960 ^1970 1980 1990 ^ 2000 2010 



440 450 460 470 480 490 500 

ACCAAGTGCCACAAAGGAACCiACTTGTACAATGACTGTCCAGGCCCGI|GGCAGGATACGGACTGCAGGGAG 
I I I I i I I I i I I I I I I I I I I iV I i I I I I I I I I I i I I I I i I I I i I i i #1 I I I i I i I I i I I i I I I i i I I i I 

accaagtgccacaaaggaacctacttgtacaatgactgtccaggcccgTjggcaggatacggactgcagggag 

440 450 460 470 480 490 500 

510 520 530 540 550 560 570 

tgtgagagcggctccttcaccgcttcagaaaaccacctcagacactgcctcagctgctccaaatgccgaaag 

i 1 1 i i i i 1 1 1 i i i I i 1 1 1 1 1 1 i 1 1 i i I i 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

tgtgagagcggctccttcaccgcttcagaaaaccacctcagacactgcctcagctgctccaaatgccgaaag 

510 520 530 540 550 560 570 

580 590 600 610 620 630 640 

gaaatgggtcaggtggagatctcttcttgcacagtggaccgggacaccgtgtgtggctgcaggaagaaccag 

i 1 I I I I i I I I I I i I I I I I i I I I I I i I I I I I I i i I I i i I I i I I t I I I I I M I I I I I i i I I I i I I I I I I I I I I I 
gaaatgggtcaggtggagatctcttcttgcacagtggaccgggacaccgtgtgtggctgcaggaagaaccag 

580 590 600 610 620 630 640 

650 660 670 680 690 700 710 720 

taccggcattattggagtgaaaaccttttccagtgcttcaattgcagcctctgcctcaatgggaccgtgcac 

I i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 f i 1 1 1 i 1 1 1 1 1 1 1 1 1 i 1 1 1 1 i 1 1 1 1 i 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 

taccggcattattggagtgaaaaccttttccagtgcttcaattgcagcctctgcctcaatgggaccgtgcac 

650 660 670 630 690 700 710 720 

730 740 750 760 770 780 790 

ctctcctgccaggagaaacagaacaccgtgtgcacctgccatgcaggtttctttctaagagaaaacgagtgt 

I I I I i I I i I I i i I I I I i I I I i I i I I I I I I i I I I i i I I I i I I 1 ! I I i I I I I I I M i I i I I M I I I I I I i I I ! I 
ctctcctgccaggagaaacagaacaccgtgtgcacctgccatgcaggtttctttctaagagaaaacgagtgt 

730 740 750 760 770 780 790 

800 810 820 830 840 850 860 

gtctcctgtagtaactgtaagaaaagcctggagtgcacgaagttgtgcctaccccagattgagaatgttaag 

I i 1 1 1 1 i 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 i 1 1 1 i 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 i I i 1 1 1 1 i 1 1 1 1 1 1 i 1 1 1 1 1 1 1 i I i I 

gtctcctgtagtaactgtaagaaaagcctggagtgcacgaagttgtgcctaccccagattgagaatgttaag 

800 810 820 830 840 850 860 

870 880 890 900 910 920 930 

ggcactgaggactcaggcaccacagtgctgttgcccctggtcattttctttggtctttgccttttatccctc 
i I I I I I i I i I M I i i I i I I I I I I M I I I I I M I I I I I I i I I I I I I I i I i i I i i I M I I i I I I I M I I I I I i i 
ggcactgaggactcaggcaccacagtgctgttgcccctggtcattttctttggtctttgccttttatccctc 

870 880 890 900 910 920 930 

940 950 960 970 980 990 1000 

ctcttcattggtttaatgtatcgctaccaacggtggaagtccaagctctactccattgtttgtgggaaatcg 

i I i I I I I I i I M I I I I i I i I i I i I I I I I I I I i I I I i I I I I I I I i I i I I I I I I I I I I I i I i I I I I I I I I i I i 
ctcttcattggtttaatgtatcgctaccaacggtgcaagtccaagctctactccattgtttgtgggaaatcg 

940 950 960 970 980 990 1000 

1010 1020 1030 1040 1050 1060 1070 1080 

acacctgaaaaagagggggagcttgaaggaactactactaagcccctggccccaaacccaagcttcagtccc 

i I i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i I i 1 1 i i 1 1 1 1 1 i I i I i 1 1 1 1 1 1 i 1 1 i 1 1 1 1 1 i I i i 1 1 i I i 1 1 i i 1 1 1 i I 

acacctgaaaaagagggggagcttgaaggaactactactaagcccctggccccaaacccaagcttcagtccc 

1010 1020 1030 1040 1050 1060 1070 1080 

1090 1100 1110 1120 1130 1140 1150 

actccaggcttcacccccaccctgggcttcagtcccgtgcccagttccaccttcacctccagctccacctat 

I I I I I I i I i i I I i I i I I I i I I I I I I I I I [ I I I i I I I M M I I i I I I I I i I ! I i I I I I I I I I I i I I I i I I I I I 
actccaggcttcacccccaccctgggcttcagtcccgtgcccagttccaccttcacctccagctccacctat 

1090 1100 1110 1120 1130 1140 1150 

1160 1170 1180 1190 1200 1210 1220 

acccccggtgactgtcccaactttgcggctccccgcagagaggtggcaccaccctatcagggggctgacccc 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 i I i 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 

acccccggtgactgtcccaactttgcggctccccgcagagaggtggcaccaccctatcagggggctgacccc 

1160 1170 1180 ' 1190 1200 1210 1220 



FT /number= 4 

FT polyA_sigrial 2145.. 2150 

FT /«tag= n 

PN EP-433900-A. 

PD 26-jyN-1991. 

PF 13-DEC-1990? 124133. 

PR i3-DEC-1989; IL-092697. 

PR i2-JUL-1990; IL-095064. 

PA <YEDA ) YEDA RES DEV CO LTD. 

PI Wallach Df Nophar Yf Kemper Of Engelmann Hf Brakebusch C; 

PI Aderka D? 

DR WPI; 91-136774/26. 

DR P-PSDB? R12550. 

PT Recombinant tumour necrosis factor binding protein I - prepd. by 

PT transfecting eukaryotic cells uith vector contg. deoxyribonucleic 

PT acid encoding human type T TNF receptor or soluble domain 

PS Disclosure? Fig 1(D)? 30pp? English. 

CC The Tumour Necrosis Factor Binding Protein I is the soluble form of 

CC type I TNF-receptor and constitutes a fragment of the cell surface 

CC form of this receptorF corresp. to its extracellular domain. 

CC There is no characteristic poly<A) addition signal near the 3' end 

CC of the cDNA. The sequence ACTAAA (tag m) may serve as an 

CC alternative to this signal f but with low efficiency. 

CC See also Q12212-15. 

SQ Sequence 2176 BP? 475 A? 644 C? 602 G? 455 T? 

Initial Score = 1800 Optimized Score = 2167 Significance = 43.99 
Residue Identity = 997. Matches = 2172 Mismatches = 3 

Gaps = 1 Conservative Substitutions = 0 

X 10 20 30 40 50 60 70 

CGGCCCAGTGATCTTGAACCCCAAAGGCCAGAACTGGAGCCTCAGTCCAGAGAATTCTGAGAAAATTAAAGC 

t I i I I I I I I I I I i I M i I i I I i I I I I I I I I i I I I I I M I I i I I I I I i i I I i I I i I I I I I I I I I I I I I I i I I I 
CGGCCCAGTGATCTTGAACCCCAAAGGCCAGAACTGGAGCCTCAGTCCAGAGAATTCTGAGAAAATTAAAGC 
X 10 20 30 40 50 60 70 

80 90 100 110 120 130 140 

AGAGAGGAGGGGAGAGATCACTGGGACCAGGCCGTGATCTCTATGCCCGAGTCTCAACCCTCAACTGTCACC 

I I I I I I I I I i i i I I i I I I I I I I I I i I I I I I i i I I I I I I I I I I I I i I I i I I I I I I I i I I i I I I I I i I I I I I I I 
AGAGAGGAGGGGAGAGATCACTGGGACCAGGCCGTGATCTCTATGCCCGAGTCTCAACCCTCAACTGTCACC 
80 90 100 110 120 130 140 

150 160 170 ISO 190 200 210 

CCAAGGCACTTGGGACGTCCTGGACAGACCGAGTCCCGGGAAGCCCCAGCACTGCCGCTGCCACACTGCCCT 

I I I I I i i I ! I I I i I I I i I i i i I i I i I M i I I i i i I I I I I I I I i i I I I i I M i i I I I I I I I i I M I I i I ! I I 

CCAAGGCACTTGGGACGTCCTGGACAGACCGAGTCCCGGGAACCCCCAGCACTGCCGCTGCCACACTGCCCT 
150 160 170 ISO 190 200 210 

220 230 240 250 260 270 280 

GAGCCCAAATGGGGGAGTGAGAGGCCATAGCTGTCTGGCATGGGCCTCTCCACCGTGCCTGACCTGCTGCTG 

I I I I I I I I I I M I I I I I I I I I I i I i I I I I i i I I I I I i i I I i I I I I I i i I I i i I I M I i I I I I I I i I I I i I I I 
GAGCCCAAATGGGGGAGTGAGAGGCCATAGCTGTCTGGCATGGGCCTCTCCACCGTGCCTGACCTGCTGCTG 
220 230 240 250 260 270 280 

290 300 310 320 330 340 350 360 

CCGCTGGTGCTCCTGGAGCTGTTGGTGGGAATATACCCCTCAGGGGTTATTGGACTGGTCCCTCACCTAGGG 

i I I I I I i I I I I I i I I I I I I I I I I i I I I I I I I I i I I I I I I I I I I I I I I I I i I I I I M I I I I I I M I I I I I I I I 
CCGCTGGTGCTCCTGGAGCTGTTGGTGGGAATATACCCCTCAGGGGTTATTGGACTGGTCCCTCACCTAGGG 
290 300 310 320 330 340 350 360 

370 380 390 400 410 420 430 

GACAGGGAGAAGAGAGATAGTGTGTGTCCCCAAGGAAAATATATCCACCCTCAAAATAATTCGATTTGCTGT 

i I I I I I I I I I I I I I I I I I I I I I I I I I i I I I I I i I i I I I I I i i I i i I I I JJ I I I I I I I I I I I I I i i I I I i II 
GACAGGGAGAAGAGAGATAG^I'GTGTCCCCAAGGAAAATATATCCAi^TCAAAATAATTCGATTTGCAGT 
370 380" 390 400 4TO 420 430 



00: 10:56.93 00:22:42.00 



Number of residues: 15631576 
Number of sequences optimised: 4191 



The scores below are sorted by optimized score. 
Significance is calculated based on optimized score 



A 1007. identical sequence to the query sequence was not found, 



The list of best scores is 



Sequence Name 



Description 




Init. Opt- 
Length Score Score Sig, Frame 







#*»« 47 standard deviations 


above nean 










1 . 


HUMTNFRB 


Hono sapiens tumor necrosis f 


211 1 


1713 


2085 


47. 


96 


0 


2. 


HUMTNFR 


Hunan tunor necrosis factor r 


2087 


2074 


2077 


47. 


75 


0 


3. 


HUMTNFRC 


Hunan tunor necrosis factor r 


2112 


1660 


2074 


47. 


67 


0 






#«»» 38 standard deviations 


above nean ***# 










4. 


HSTNFBP 


Hunan tunor necrosis factor r 


2050 


1625 


1718 


38. 


49 


0 


5. 


HUMTNFRP 


Hunan tunor necrosis factor r 


2050 


1625 


1718 


38. 


49 


0 






24 standard deviations 


above nean »*** 










6. 


MUSTNFRE5 


Mouse nRNA for 55-kDa tunor n 


2179 


817 


1 193 


24. 


94 


0 


7. 


MUSP55R 


Murine nRNA for p55 tunor nee 


2063 


795 


1 160 


24. 


09 


0 


8. 


MUSMTNFRl 


Mouse tunor necrosis factor r 


2048 


775 


1 159 


24. 


07 


0 






«*»» 23 standard deviations 


above nean »»** 










9. 


MUSTNFR2 


Murine tunor necrosis factor 


1956 


812 


1 136 


23. 


47 


0 






21 standard deviations 


above nean *#*« 










10. 


RATTNFR 


Rat tunor necrosis factor rec 


2130 


793 


1042 


21 . 


05 


0 






12 standard deviations 


above nean *#»» 










1 1 . 


CHKMYB15 


Chicken c-nyb oncogene DNA fo 


8200 


28 


706 


12. 


38 


0 


12. 


PSESDSABl 1 


Pseudononas sp. (strain ATCC 


3510 


25 


704 


12. 


33 


0 


13. 


XAADHLA 


X . autotrophi cus haloalkane de 


3041 


28 


697 


12. 


15 


0 


14. 


DROHBG 


Drosophila nelanogaster hunch 


7680 


23 


696 


12. 


12 


0 


15, 


HUMINT2 


Hunan int-2 proto-oncogene . 


1 1608 


25 


696 


12. 


12 


0 


16. 


HUMTGFB 


Hunan transforming groyth fac 


2744 


24 


695 


12. 


10 


0 


17. 


HSIGLYB 


xerpes sinplex virus type 1 g 


9756 


27 


695 


12. 


10 


0 


IS. 


M21629 


Figure 2. Nucleotide sequence 


9756 


27 


695 


12. 


10 


0 


19. 


HUMLARR 


Hunan nRNA for LCA-honolog. L 


7702 


25 


694 


12. 


07 


0 


20. 


SUSALICOL 


Strongy locentrotus purpuratus 


4245 


23 


694 


12. 


07 


0 



1. US-07-625-668A-i (1-2175) 

HUMTNFRB Homo sapiens tumor necrosis factor receptor mRNAi 



LOCUS 

DEFINITION 
ACCESSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
STANDARD 
FEATURES 
CDS 



Vertebr at a ; 
Catarrhini i 



HUMTNFRB 2111 bp ss-mRNA PRI 

Homo sapiens tumor necrosis factor receptor rnRNA* 
M58286 M33480 

tumor necrosis factor receptor. 
Human cell line HL6O7 cDNA to mRNA. 
Homo sapiens 

Eukaryota; Animalia? Metazoa? Chordata; 
Theria? Eutheria; Primates; HaplorhiniJ 
1 (bases 1 to 2111) 

Loetscher rH. f Panr Y.-C.E. » LahmrH.-W. 
TabuchifH- and Lesslauer^W- 

Molecular cloning and expression of the human 55 kd 

factor receptor 

Cell 61, 351-359 (1990) 

simple staff ^review 

Location/Qualifiers 

187. .1554 

/note="55 kDa*' 



14-NOV-1990 
complete cds 



Mammal i a ; 
Hominidae , 



Gentz f R 



Brockhaus ? M , 



tumor necrosis 



s ig_pept ide 



nat_pept i de 



BASE COUNT 
ORIGIN 



445 a 



/product=" tunor necrosis factor receptor" 
/gene="TNF receptor" 
/codon_start= 1 

/transTation="MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVC 

PQGKYIHPQNNSICCTKCHKGTYLYNDCPGPGQDTDCRECESGSFTASENHLRHCLSC 

SKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCFNCSLCLNGTVHLSCQE 

KQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPLVI 

FFGLCLLSLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPT 

PGFTPTLGFSPVPSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPI 

PNPLQKWEDSAHKPQSLDTDDPATLYAVVENVPPLRWKEFVRRLGLSDHEIDRLELQN 

GRCLREAQYSMLATWRRRTPRREATLELLGRVLRDMDLLGCLEDIEEALCGPAALPPA 

PSLLR" 

187. .273 

/products" tunor necrosis factor receptor" 
/gene="TNF receptor" 
/codori_st art=l 
274. .1551 

/product="tumor necrosis factor receptor" 

/gene="TNF receptor" 

/codon_start=l 

629 c 587 g 450 t 



Initial 
Res i due 
Gaps 



Score = 
Identity = 



1713 Optimized Score = 2085 
997. Matches = 2090 

1 Conservative Substitutions 



Significance 
Mismatches 



= 47 



96 
16 
0 



60 70 80 90 100 110 120 130 

AGAAAATTAAAGCAGAGAGGAGGGGAGAGATCACTGGGACCAGGCCGTGATCTCTATGCCCGAGTCTCAACC 

I II II I I I I I I I I I I I I I I I I I I I I I I I I 11 I I II I I I i I I I I I I I i I I I 

GAATTCGGGGGGGTTCAAGATCACTGGGACCAGGCCGTGATCTCTATGCCCGAGTCTCAACC 
X 10 20 30 40 50 60 

140 150 160 170 ISO 190 200 

CTCAACTGTCACCCCAAGGCACTTGGGACGTCCTGGACAGACCGAGTCCCGGGAAGCCCCAGCACTGCCGCT 

I I I i I I I I I I i I I I I I I I i I I I I I I I I I I I i I I I i I I I I II II i i I I M I I I i I I II I II I I II I I I I I I I I 
CTCAACTGTCACCCCAAGGCACTTGGGACGTCCTGGACAGACCGAGTCCCGGGAAGCCCCAGCACTGCCGCT 
70 SO 90 100 110 120 130 

210 220 230 240 250 260 270 

GCCACACTGCCCTGAGCCCAAATGGGGGAGTGAGAGGCCATAGCTGTCTGGCATGGGCCTCTCCACCGTGCC 

I I I I I I I I I I I i I I I I i I I I I I I I I I I I I 1 I I I I I I I I I I I I I I i I I I I I I I I I I I i I I I I I I I I I I I I I I I 
GCCACACTGCCCTGAGCCCAAATGGGGGAGTGAGAGGCCATAGCTGTCTGGCATGGGCCTCTCCACCGTGCC 
140 150 160 170 180 190 200 

280 290 300 310 320 330 340 

TGACCTGCTGCTGCCGCTGGTGCTCCTGGAGCTGTTGGTGGGAATATACCCCTCAGGGGTTATTGGACTGGT 

I I I I I I I I I I i I I I M i I I I I I I I I i I I I I I I M I I M i I I I I I I I i I I I I I I I I I I I I I I I I I I I I II I I i 
TGACCTGCTGCTGCCGCTGGTGCTCCTGGAGCTGTTGGTGGGAATATACCCCTCAGGGGTTATTGGACTGGT 
210 220 230 240 250 260 270 

350 360 370 380 390 400 410 

CCCTCACCTAGGGGACAGGGAGAAGAGAGATAGTGTGTGTCCCCAAGGAAAATATATCCACCCTCAAAATAA 

I I I I I I I I I I I I I I I I I I I I I I I I i I I I i I I I I I I I I I I I I I I I I I I I I I I I I I i I I I i I I I I I I I I I i II I 
CCCTCACCTAGGGGACAGGGAGAAGAGAGATAGTGTGTGTCCCCAAGGAAAATATATCCACCCTCAAAATAA 
280 290 300 310 320 330 340 350 



420 430 440 450 460 470 480 490 

TTCGATTTGCTGTACCAAGTGCCACAAAGGAACCTACTTGTACAATGACTGTCCAGGCCCGGGGCAGGATAC 

I I I I I I I I I I I I I I I I I I I I I I i I i I II I I I I I I I I I I i I i I I I I I I I I I I I i I I I I I I I I I I I I I I I I I I i 
TTCGATTTGCTGTACCAAGTGCCACAAAGGAACCTACTTGTACAATGACTGTCCAGGCCCGGGGCAGGATAC 
360 370 380 390 400 410 420 



500 510 ^ 520 530 50 550 560 

GGACTGCAGGGAGTGTGAGASrGGCTCCTTCACCGCTTCAGAAAACCAfcTCAGACACTGCCTCAGCTGCTC 
I I I I I I i I i I I I I I I I I I I I I I i I I I I I I I i I I I i I I I i I I I I I I I I I I I I I I I I I I I I I I I i I i I I I i I i 



;Af^' 



GGACTGCAGGGAGTGTGAGAGCGGCTCCTTCACCGCTTCAGAAAACCACCTCAGACACTGCCTCAGCTGCTC 
430 440 450 460 470 480 490 

570 580 ^ 590 600 610^ 620 630 

CAAATGCCGAAAGGAAATGGGTCAGGTGGAGATCTCTTCTTGCACAGTGGACCGGGACACCGTGTGTGGCTG 
I I I I I i i I I I I I i I I I i I I i I I i I I I I I I I I i I I I I I I I I i i I I i I I I I I I I I I i i I I M I I I I M I I i I I I 
CAAATGCCGAAAGGAAATGGGTCAGGTGGAGATCTCTTCTTGCACAGTGGACCGGGACACCGTGTGTGGCTG 
500 510 520 530 540 550 560 

640 650 660 670 680 690 700 

CAGGAAGAACCAGTACCGGCATTATTGGAGTGAAAACCTTTTCCAGTGCTTCAATTGCAGCCTCTGCCTCAA 

I i i I i I I I I I i I I I I I I I i I I I i I i I I I i I I I i I I I I I i I I I i I i I I I i I I I I I i I I I I I i I I I I I I I i I I I 
CAGGAAGAACCAGTACCGGCATTATTGGAGTGAAAACCTTTTCCAGTGCTTCAATTGCAGCCTCTGCCTCAA 
570 580 590 600 610 620 630 

710 720 730 740 750 760 770 

TGGGACCGTGCACCTCTCCTGCCAGGAGAAACAGAACACCGTGTGCACCTGCCATGCAGGTTTCTTTCTAAG 

I I i i i I I I i I i M I I I I I I I I I I i M i I i i I I i I M I i I I i I I I i I I I I I I I I I I I I I I I i i I I I I M i I M 
TGGGACCGTGCACCTCTCCTGCCAGGAGAAACAGAACACCGTGTGCACCTGCCATGCAGGTTTCTTTCTAAG 
640 650 660 670 680 690 700 710 

780 790 800 810 820 830 840 850 

AGAAAACGAGTGTGTCTCCTGTAGTAACTGTAAGAAAAGCCTGGAGTGCACGAAGTTGTGCCTACCCCAGAT 

■ I I I I I I I I I i I I I i i i i I I i I I I I I I I i I I i I i I i I I I I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I I I I 
AGAAAACGAGTGTGTCTCCTGTAGTAACTGTAAGAAAAGCCTGGAGTGCACGAAGTTGTGCCTACCCCAGAT 
720 730 740 750 760 770 780 

860 870 880 890 900 910 920 

TGAGAATGTTAAGGGCACTGAGGACTCAGGCACCACAGTGCTGTTGCCCCTGGTCATTTTCTTTGGTCTTTG 

I i M I I i I I I I M M I I I i I I I I I I I M I I I I I I I I I I I i i I i I I I I I M I I I I I I i I I I I I I I i I I I I I I I 
TGAGAATGTTAAGGGCACTGAGGACTCAGGCACCACAGTGCTGTTGCCCCTGGTCATTTTCTTTGGTCTTTG 
790 800 810 820 830 840 850 

930 940 950 960 970 980 990 

CCTTTTATCCCTCCTCTTCATTGGTTTAATGTATCGCTACCAACGGTGGAAGTCCAAGCTCTACTCCATTGT 

I I i I I I I I i I I I I I i I I I I I I I M I i I I I I i i i I I I I I i I I I M I I I I I I I I I i I I I i I I i I I I I I I I I I I i 

CCTT.TTATCCCTCCTCTTCATTGGTTTAATGTATCGCTACCAACGGTGGAAGTCCAAGCTCTACTCCATTGT 
860 870 880 890 900 910 920 

1000 1010 1020 1030 1040 1050 1060 

TTGTGGGAAATCGACACCTGAAAAAGAGGGGGAGCTTGAAGGAACTACTACTAAGCCCCTGGCCCCAAACCC 

I I i I I I i I I I i I i I I I I I I I i I I I I I I I I I I I I I i I I I I I I I i I i i i I I I I I i I I I I I I I I I I I I I I I I I I I 
TTGTGGGAAATCGACACCTGAAAAAGAGGGGGAGCTTGAAGGAACTACTACTAAGCCCCTGGCCCCAAACCC 
930 940 950 960 970 980 990 

1070 1080 1090 1100 1110 1120 1130 

AAGCTTCAGTCCCACTCCAGGCTTCACCCCCACCCTGGGCTTCAGTCCCGTGCCCAGTTCCACCTTCACCTC 

i I i i I I I I i I i I i I i I I I M I i M I I i i I I I I I I I I I I I I I I I I M I I I I I I i I I I I I I I I I I i I I I I ! I I I 
AAGCTTCAGTCCCACTCCAGGCTTCACCCCCACCCTGGGCTTCAGTCCCGTGCCCAGTTCCACCTTCACCTC 
1000 1010 1020 1030 1040 1050 1060 1070 

1140 1150 1160 1170 1180 1190 1200 1210 

CAGCTCCACCTATACCCCCGGTGACTGTCCCAACTTTGCGGCTCCCCGCAGAGAGGTGGCACCACCCTATCA 

I i I I I I I I I I I I I I I I I I I I I I I I I i I I I I I I I I I I I i I I i I i I I I I I I I i i I I I I I I I I I I I i I I I I I I i I 
CAGCTCCACCTATACCCCCGGTGACTGTCCCAACTTTGCGGCTCCCCGCAGAGAGGTGGCACCACCCTATCA 
1080 1090 1100 1110 1120 1130 1140 

1220 1230 1240 1250 1260 1270 1280 

GGGGGCTGACCCCATCCTTGCGACAGCCCTCGCCTCCGACCCCATCCCCAACCCCCTTCAGAAGTGGGAGGA 

i I I I I I i I i I i I i I ! I I I I I I I I M I M I I i I i i I I i I M I I i I I i i I i I I I I i I I I I I I i i I I M I I I i I I 
GGGGGCTGACCCCATCCTTGCGACAGCCCTCGCCTCCGACCCCATCCCCAACCCCCTTCAGAAGTGGGAGGA 
1150 1160 1170 1180 1190 1200 1210 

1290 1300 1310 1320 1330 1340 1350 
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CTCTAAGGACCGTCCTGCGAGATCGCCTTCCAACCCCACTTTTTTCTGGAAAGGAGGGGTCCTGCAGGGGCA 

I I I I I I I I i I I I I I i I i I i I i i i M I i I i i I I I I I I i I i I i I M I I I I i i I I I I I I I I ! I I I I I I I i I i I I I 
CTCTAAGGACCGTCCTGCGAGATCGCCTTCCAACCCCACTTTTTTCTGGAAAGGAGGGGTCCTGCAGGGGCA 
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1720 1730 1740 1750 1760 1770 1780 

AGCAGGAGCTAGCAGCCGCCTACTTGGTGCTAACCCCTCGATGTACATAGCTTTTCTCAGCTGCCTGCGCGC 

i I M i I i I i I I i i I I i I I i i M i I I I i i I I i I M I I i M I M I I i I i I I I M I I i I I I i I i I i I i I i I i I i I 
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TAAGGCAGGGGCGAGCACGGAACAATGGGGCCTTCAGCTGGAGCTGTGGACTTTTGTACATACACTAAAATT 
2010 2020 2030 2040 2050 2060 2070 



2160 2170 
CTGAAGTTAAAAAAAAAAA 

I I I I I I i I i 
CTGAAGTTA 
2080 X 
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HUMTNFRC Hunan tumor necrosis factor receptor (TNF receptor 



LOCUS 

DEFINITION 

ACCESSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



HUMTNFRC 2112 bp ss-nRNA PRI 30-SEP- 

Hunan tumor necrosis factor receptor (TNF receptor) nRNA: 
cds . 

M63121 M75861 

tumor necrosis factor receptor. 
Human cDNA to mRNA. 
Homo sapiens 

Eukaryota; Animalia; Metazoa; Chordata; 
TheriaJ Eutheria; Primates; Haplorhini; 
1 (bases 1 to 2112) 

HimmlerrA.F Maurei — Fogyfl.r KroenUerM.r 



1991 
complete 



Vertebrata ; 
Catarrhini » 

Scheur ich » P , 



Mammal i a ; 
Hominidae, 



TITLE 



JOURNAL 
STANDARD 
FEATURES 

s i g_pe 



LantZrM.j Olssonrl.r Hauptmann » R . » StratouarC. and 



human and rat tumor necrosis 
soluble derivative^ tumor 



Pf i zenmai er r K , 
Adolf rG.R. 

Molecular cloning and expression of 
factor receptor chain (p60) and its 
necrosis factor-binding protein 
DNA Cell Biol. 9, 705-715 (1990) 
simple staff entry 

Lo^^ ion /Qua I if iers 
ptide 20^.293 

/gene="TNF receptor" 



/coclon_start=l 
CDS 20^. 1574 

/p^Muct= " tumor necrosis f acti^^receptor " 

/ge!?e = "TNF receptor" ^ 
/codori_start=l 

/tran5lation="MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVC 
PQGKYIHPQNNSICCTKCHKGTYLYNDCPGPGQDTDCRECESGSFTASENHLRHCLSC 
SKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCFNCSLCLNGTVHLSCaE 
KQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPLVI 
FFGLCLLSLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPT 
PGFTPTLGFSPVPSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPI 
PNPLQKWEDSAHKPQSLDTDDPATLYAVVENVPPLRWKEFVRRLGLSDHEIDRLELQN 
GRCLREAQYSMLATWRRRTPRREATLELLGRVLRDMDLLGCLEDIEEALCGPAALPPA 
PSLLR" 

nat_peptide 294.. 1571 

/procluct=" tunor necrosis factor receptor" 

/gene="TNF receptor" 

/codon_start=l 
BASE COUNT 435 a 632 c 589 g 456 t 

ORIGIN 



Initial Score = 1660 Optimized Score = 2074 Significance = 47.67 
Residue Identity = 98"/. Matches = 2084 Mismatches = 27 

Gaps = 2 Conservative Substitutions = 0 



40 50 60 70 SO 90 100 110 

GCCTCAGTCCAGAGAATTCTGAGAAAATTAAAGCAGAGAGGAGGGGAGAGATCACTGGGACCAGGCCGTGAT 

III I II I III I I I I I I I I I I I 11 I II i I I I 11 I I I 

TCTGGACTGAGGCTCCAGTTCTGGCCTTTGGGGTTCA-AGATCACTGGGACCAGGCCGTGAT 
X 10 20 30 40 50 60 



120 130 140 150 160 170 180 

CTCTATGCCCGAGTCTCAACCCTCAACTGTCACCCCAAGGCACTTGGGACGTCCTGGACAGACCGAGTCCCG 

I I I I I I I I I i i I I I II i I I I I I I I I I I I I I I I I II i I I I I I i I I I I I I i i I I i I M I I I I I I I I I I I I i I I I 
CTCTATGCCCGAGTCTCAACCCTCAACTGTCACCCCAAGGCACTTGGGACGTCCTGGACAGACCGAGTCCCG 
70 SO 90 100 110 120 130 



190 200 210 220 230 240 250 

GGAAGCCCCAGCACTGCCGCTGCCACACTGCCCTGAGCCCAAATGGGGGAGTGAGAGGCCATAGCTGTCTGG 

I I I I I I i i i i 11 i I I I II i i I M I I I i i I I I I I I ! I i I M I i II i I I I i I I I I I i I I I I I I I I I i I i I II i i 
GGAAGCCCCAGCACTGCCGCTGCCACACTGCCCTGAGCCCAAATGGGGGAGTGAGAGGCCATAGCTGTCTGG 
140 150 160 170 180 190 200 



260 270 280 290 300 310 320 

CATGGGCCTCTCCACCGTGCCTGACCTGCTGCTGCCGCTGGTGCTCCTGGAGCTGTTGGTGGGAATATACCC 

I I I M I I I I I I I II I I I I I I i i I I I I I I I I ! I I I i I I M I I I I I I I I i I I i I I II i I I I I II I I I I I II I I 
CATGGGCCTCTCCACCGTGCCTGACCTGCTGCTGCCACTGGTGCTCCTGGAGCTGTTGGTGGGAATATACCC 
210 220 230 240 250 260 270 



330 340 350 360 370 380 390 

CTCAGGGGTTATTGGACTGGTCCCTCACCTAGGGGACAGGGAGAAGAGAGATAGTGTGTGTCCCCAAGGAAA 

I I I I I I I I I I i I I I I I I I I I I I I I I I I I I I I I I i i I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I i I 
CTCAGGGGTTATTGGACTGGTCCCTCACCTAGGGGACAGGGAGAAGAGAGATAGTGTGTGTCCCCAAGGAAA 
280 290 300 310 320 330 340 



400 410 420 430 440 450 460 470 

ATATATCCACCCTCAAAATAATTCGATTTGCTGTACCAAGTGCCACAAAGGAACCTACTTGTACAATGACTG 

i I I I i I i I I I I I I I I I I I I I I I I M t I I i I I I I I I I I I M M I I I I II I I I M I I I I I I I I I M I i M II II 

ATATATCCACCCTCAAAATAATTCGATTTGCTGTACCAAGTGCCACAAAGGAACCTACTTGTACAATGACTG 
350 360 370 380 390 400 410 420 



480 490 500 510 520 530 540 

TCCAGGCCCGGGGCAGGATACGGACTGCAGGGAGTGTGAGAGCGGCTCCTTCACCGCTTCAGAAAACCACCT 

I I I I I I i I I I I I I I I I I I I I I I i I i I I I I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I I I I I I I I I I I I I I 
TCCAGGCCCGGGGCAGGATACGGACTGCAGGGAGTGTGAGAGCGGCTCCTTCACCGCTTCAGAAAACCACCT 
430 440 450 460 470 480 490 



550 560 570 580 590 600 610 

CAGACACTGCCTCAGCTGCTCCAAATGCCGAAAGGAAATGGGTCAGGTGGAGATCTCTTCTTGCACAGTGGA 
I I I i I I I I I I I M I I i I I i I I I i I I I I I I I I i I I I i i I i I I I I I I I I i I I I I I I I I I I I I i I I I i I I I i I I I 
CAGACACTGCCTCAGCTGCTCCAAATGCCGAAAGGAAATGGGTCAGGTGGAGATCTCTTCTTGCACAGTGGA 
500 510 520 530 540 550 560 

620 630 640 650 660 670 680 

CCGGGACACCGTGTGTGGCTGCAGGAAGAACCAGTACCGGCATTATTGGAGTGAAAACCTTTTCCAGTGCTT 

I I I I I I i I i I i I I I i I i I i I I i f I I i i I I M i I I I I I I i i I I I I i I i I I i I I I I i I i I M I I i I i I I I i I I I 
CCGGGACACCGTGTGTGGCTGCAGGAAGAACCAGTACCGGCATTATTGGAGTGAAAACCTTTTCCAGTGCTT 
570 580 590 600 610 620 630 

690 700 710 720 730 740 750 

CAATTGCAGCCTCTGCCTCAATGGGACCGTGCACCTCTCCTGCCAGGAGAAACAGAACACCGTGTGCACCTG 

I I I I I I I I I I I I I I i I I I I I I I i I I I i I I i I I I I I I I i I I I I I I I I I I I I I I I I I I i I I I I I I I I I I I i I I i 
CAATTGCAGCCTCTGCCTCAATGGGACCGTGCACCTCTCCTGCCAGGAGAAACAGAACACCGTGTGCACCTG 
640 650 660 670 680 690 700 

760 770 780 790 800 810 820 830 

CCATGCAGGTTTCTTTCTAAGAGAAAACGAGTGTGTCTCCTGTAGTAACTGTAAGAAAAGCCTGGAGTGCAC 

I I i I I I i I I I I I I i I I i I I I i i I i i I I I I I i I I I I i I I I I I I i I i I I I I I i I I I I I I M I I I I I I I I I i I i I 
CCATGCAGGTTTCTTTCTAAGAGAAAACGAGTGTGTCTCCTGTAGTAACTGTAAGAAAAGCCTGGAGTGCAC 
710 720 730 740 750 760 770 780 

840 850 360 870 880 890 900 

GAAGTTGTGCCTACCCCAGATTGAGAATGTTAAGGGCACTGAGGACTCAGGCACCACAGTGCTGTTGCCCCT 

I I I i I I I i I I i i I I I I I I i I i i M i i i I i I I I i I I I I I I I I I I i i I I I I f I i I I I I i I I I I I I I I I I I I I I i 
GAAGTTGTGCCTACCCCAGATTGAGAATGTTAAGGGCACTGAGGACTCAGGCACCACAGTGCTGTTGCCCCT 
790 SOO 810 820 830 840 850 

910 920 930 940 950 960 970 

GGTCATTTTCTTTGGTCTTTGCCTTTTATCCCTCCTCTTCATTGGTTTAATGTATCGCTACCAACGGTGGAA 

i I i I I I i I I I I I I I I I I I I I i I I i i I I I i I I I i I I i i I I I i I i I i I I I I I I I I I I I I I I I I I I I I I i I I I I i 
GGTCATTTTCTTTGGTCTTTGCCTTTTATCCCTCCTCTTCATTGGTTTAATGTATCGCTACCAACGGTGGAA 
860 870 880 890 900 910 920 

980 990 1000 1010 1020 1030 1040 

GTCCAAGCTCTACTCCATTGTTTGTGGGAAATCGACACCTGAAAAAGAGGGGGAGCTTGAAGGAACTACTAC 

I I i I i I i I I I i I I I M I I I i I I i i i i I I I I i I I I i I I I M I i i I I I i i I I I I I I I i I I i I i I I I i i i M I I I 
GTCCAAGCTCTACTCCATTGTTTGTGGGAAATCGACACCTGAAAAAGAGGGGGAGCTTGAAGGAACTACTAC 
930 940 950 960 970 980 990 

1050 1060 1070 1080 1090 1100 1110 

TAAGCCCCTGGCCCCAAACCCAAGCTTCAGTCCCACTCCAGGCTTCACCCCCACCCTGGGCTTCAGTCCCGT 

I I I I I I I I i I I I i I I I I I I I I I i i I i I I I i I I i I i I i I I I I I I I I i I I i I I I i i I I I I I I i i i I i I I I I I I I 
TAAGCCCCTGGCCCCAAACCCAAGCTTCAGTCCCACTCCAGGCTTCACCCCCACCCTGGGCTTCAGTCCCGT 
1000 1010 1020 1030 1040 1050 1060 

1120 1130 1140 1150 1160 1170 1180 1190 

GCCCAGTTCCACCTTCACCTCCAGCTCCACCTATACCCCCGGTGACTGTCCCAACTTTGCGGCTCCCCGCAG 

I I i I I I I I I I i I I i i I I I M I I I I ! I i I i I i I i I i I I I I I I it I I i I I M I I i I I M I I I I i I I I i i I I I I I 
GCCCAGTTCCACCTTCACCTCCAGCTCCACCTATACCCCCGGTGACTGTCCCAACTTTGCGGCTCCCCGCAG 
1070 1080 1090 1100 1110 1120 1130 1140 

1200 1210 1220 1230 1240 1250 1260 

AGAGGTGGCACCACCCTATCAGGGGGCTGACCCCATCCTTGCGACAGCCCTCGCCTCCGACCCCATCCCCAA 
I I I I I I I I i I I I I I i i I I i I I I I I I I I I I I I I I I i I I I I I I i I I I I I I I I I I I I I I I I i I i I I I I I I I i I I i 
AGAGGTGGCACCACCCTATCAGGGGGCTGACCCCATCCTTGCGACAGCCCTCGCCTCCGACCCCATCCCCAA 
1150 1160 1170 1180 1190 1200 1210 

1270 1280 1290 1300 1310 1320 1330 

CCCCCTTCAGAAGTGGGAGGACAGCGCCCACAAGCCACAGAGCCTAGACACTGATGACCCCGCGACGCTGTA 

i i I i I I I I I I I I I I I I I I I H I i i I I I I i I I I i i i I I I I I I I I I I I i I I I i I i I i I I I I I I I i I I i 

CCCCCTTCAGAAGTGGGAGGflWtGCGCCCACAAGCCACAGAGCCTAGA^CTGATGACCCCGCGACGCTGTA 
1220 1230 1240 1250 1260 1270 1280 



4. US-07-625-668A-1 (1-2175) 

Qi0883 30kD TNF inhibitor precursor gene in 1 anbda-gt 1 0-7 



ID 


Q10S83 standard? cDNAJ 2088 BP. 


AC 


Q10883; 




DT 


13-MAY-1991 


(first entry) 


DE 


30kD TNF inhibitor precursor gene in I anbda-gt 1 0-7c tnf bp . 


KM 


Tumour necrosis factor; inhibitor; ss. 


DS 


Hono sapiens 


■ 


FH 


Key 


Location/Qualifiers 


FT 


CDS 


171 . . 1536 


FT 


/*tag= a 




PN 


AU9058976-A. 




PD 


24-JAN-1991 . 




PF 


16-JUL-1990; 


058976. 


PR 


18-JUL-1989; 


US-381080. 


PR 


1 1-DEC-19S9; 


US-450329. 


PR 


07-FEB-1990; 


US-479661 . 


PA 


(SYNE-) SYNERGEN INC. 


DR 


WPI; 91-073847/11. 


DR 


P-PSDB? R10986. 


PT 


Tumour necrosis factor inhibitor - for suppression of TNF-alpha 


PT 


and -betar useful as therapeutic agent. 


PS 


Disc losure ; 


Fig 21; 142pp; English. 


CC 


The sequence 


encodes the entire 30 UD TNF inhibitor. The clone from 


CC 


uhich the sequence was obtd. uas isolated from a cDNA library 


CC 


prepd. from 


RNA form U937 cells treated with PMA/PHA. The whole 


CC 


gene can be 


inserted into expression vectors for prepn. of TNF 


CC 


inhibitor for use in the treatment of inflammatory and degenerative 


CC 


di seases . 




CC 


See also Q10873, Q10884 and Q10907. 


SQ 


Sequence 2 


OSS BP; 439 a; 626 C; 578 G; 445 T; 



Initial Score = 1713 Optimized Score = 2077 Significance = 42.14 
Residue Identity = 997. Matches = 2082 Mismatches = 5 

Gaps = 1 Conservative Substitutions = 0 

80 90 100 110 120 130 140 

GGAGGGGAGAGATCACTGGGACCAGGCCGTGATCTCTATGCCCGAGTCTCAACCCTCAACTGTCACCCCAAG 

I I i I I I I I I I I I I I I I I I I I I I I I i i I I I I I I I I i I I I I I I I I I i I i I I I I I I I I I I I I I I I 
GATCACTGGGACCAGGCCGTGATCTCTATGCCCGAGTCTCAACCCTCAACTGTCACCCCAAG 
X 10 20 30 40 50 60 



150 160 170 180 190 200 210 220 

GCACTTGGGACGTCCTGGACAGACCGAGTCCCGGGAAGCCCCAGCACTGCCGCTGCCACACTGCCCTGAGCC 

I I I M I I i I I M I I I I i I I i I I I I I M I I i i i I I I I I i I I I M I I I I I I I I I I i i I I I I I I i I i I i i I I I M 
GCACTTGGGACGTCCTGGACAGACCGAGTCCCGGGAAGCCCCAGCACTGCCGCTGCCACACTGCCCTGAGCC 
70 80 90 100 110 120 130 



230 240 250 260 270 280 290 

CAAATGGGGGAGTGAGAGGCCATAGCTGTCTGGCATGGGCCTCTCCACCGTGCCTGACCTGCTGCTGCCGCT 

I I i I I i i I i I M i i I I I I I I i I i I i I I I I I I I I I I I I I i 1 i I I I I I I I I I I I I M I i I I I I I I I i I i I i I I I 
CAAATGGGGGAGTGAGAGGCCATAGCTGTCTGGCATGGGCCTCTCCACCGTGCCTGACCTGCTGCTGCCGCT 
140 150 160 170 180 190 200 



300 310 320 330 340 350 360 

GGTGCTCCTGGAGCTGTTGGTGGGAATATACCCCTCAGGGGTTATTGGACTGGTCCCTCACCTAGGGGACAG 

I I I I i I I I I I I I i I I I I I I I i i I I I I I I I I I I I I I I I i I I i I I i i I I i i I I I I I I I i I I I I I i I I I I I I I i I 
GGTGCTCCTGGAGCTGTTGGTGGGAATATACCCCTCAGGGGTTATTGGACTGGTCCCTCACCTAGGGGACAG 
210 220 230 240 250 260 270 

370 380 A 43<^ 

GGAGAAGAGAGATAGTGTGTGWcCCAAGGAAAATATATCCACCCTCA)i?ATAATTCGATTTGCTGTACCAA 
I I I I I I I I i i i I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I i I I I i I I i i I I I I I I i I I i I I I I I i I M i I 



GGAGAAGAGAGATAGTGTGTGTCCCCAAGGAAAATATATCCACCCTCAAAATAATTCGATTTGCTGTACCAA 
280 290 30Q^ 310 320 ^|30 340 350 

440 450 4W 470 480 ^90 500 

GTGCCACAAAGGAACCTACTTGTACAATGACTGTCCAGGCCCGGGGCAGGATACGGACTGCAGGGAGTGTGA 
I I I I I I i I I I I I I I I I I I i I i I I i I I I I I I I I I I I I I I I I I I I I I i i I I I I I i I I I I I i I I I I I i I I I I I I I 
GTGCCACAAAGGAACCTACTTGTACAATGACTGTCCAGGCCCGGGGCAGGATACGGACTGCAGGGAGTGTGA 
360 370 380 390 400 410 420 

510 520 530 540 550 560 570 580 

GAGCGGCTCCTTCACCGCTTCAGAAAACCACCTCAGACACTGCCTCAGCTGCTCCAAATGCCGAAAGGAAAT 

I I I I I I i I i I I I I I I I i I I I I i I M I i i I I I I I I I I i i I I M I I I i I I I I I I I I I I i i I I I I i i i I i I I I I I 
GAGCGGCTCCTTCACCGCTTCAGAAAACCACCTCAGACACTGCCTCAGCTGCTCCAAATGCCGAAAGGAAAT 
430 440 450 460 470 430 490 

590 600 610 620 630 640 650 

GGGTCAGGTGGAGATCTCTTCTTGCACAGTGGACCGGGACACCGTGTGTGGCTGCAGGAAGAACCAGTACCG 

I I i I I I i i i I I i i i I I I I I I I i I I i I M i I I i i I i I i I I I I I i I I I I i 1 i I I I I I I i I I I i I i M I I I I I i I 
GGGTCAGGTGGAGATCTCTTCTTGCACAGTGGACCGGGACACCGTGTGTGGCTGCAGGAAGAACCAGTACCG 
500 510 520 530 540 550 560 

660 670 680 690 700 710 720 

GCATTATTGGAGTGAAAACCTTTTCCAGTGCTTCAATTGCAGCCTCTGCCTCAATGGGACCGTGCACCTCTC 

I I i I I I I i I I I I i I I I I i I I i i i I i I I I I i I I I I I I i i M i i I I i I I I i I I I I I i I I I i I I I I I I I I I i I I I 
GCATTATTGGAGTGAAAACCTTTTCCAGTGCTTCAATTGCAGCCTCTGCCTCAATGGGACCGTGCACCTCTC 
570 580 590 600 610 620 630 

730 740 750 760 770 780 790 

CTGCCAGGAGAAACAGAACACCGTGTGCACCTGCCATGCAGGTTTCTTTCTAAGAGAAAACGAGTGTGTCTC 

I I I I I I I I I I i ! I I I I I I i I M i I i I I I i i i I M I I i i i I M i I i I i i I I I I i I I i I I M i M I M I I I I i I 
CTGCCAGGAGAAACAGAACACCGTGTGCACCTGCCATGCAGGTTTCTTTCTAAGAGAAAACGAGTGTGTCTC 
640 650 660 670 680 690 700 710 

800 810 820 830 840 850 860 

CTGTAGTAACTGTAAGAAAAGCCTGGAGTGCACGAAGTTGTGCCTACCCCAGATTGAGAATGTTAAGGGCAC 

I I i I I I I I I I i I I I I I i I i I ! i i I i I I I M M I i I I I I I I M I I i M I I I i M I i I i I I I i M I I I I I I I I I 
CTGTAGTAACTGTAAGAAAAGCCTGGAGTGCACGAAGTTGTGCCTACCCCAGATTGAGAATGTTAAGGGCAC 
720 730 740 750 760 770 780 

870 880 890 900 910 920 930 940 

TGAGGACTCAGGCACCACAGTGCTGTTGCCCCTGGTCATTTTCTTTGGTCTTTGCCTTTTATCCCTCCTCTT 

I I i I i I I I I i i I I I I I I I i I I I t I I I I I I i i I I I i I I i i I i I I I i I I I I I i I i I i I I I I I I I i I I I I i i I I I 
TGAGGACTCAGGCACCACAGTGCTGTTGCCCCTGGTCATTTTCTTTGGTCTTTGCCTTTTATCCCTCCTCTT 
790 800 810 820 830 840 850 

950 960 970 980 990 1000 1010 

CATTGGTTTAATGTATCGCTACCAACGGTGGAAGTCCAAGCTCTACTCCATTGTTTGTGGGAAATCGACACC 

I I i M I I I M i I i i i I i I i I I M I I I M I I I M I i I I i I I i I I i i I I i M i I M I I i I I I I i i I I M I I i I I 
CATTGGTTTAATGTATCGCTACCAACGGTGGAAGTCCAAGCTCTACTCCATTGTTTGTGGGAAATCGACACC 
860 870 880 890 900 910 920 

1020 1030 1040 1050 1060 1070 1080 

TGAAAAAGAGGGGGAGCTTGAAGGAACTACTACTAAGCCCCTGGCCCCAAACCCAAGCTTCAGTCCCACTCC 

I I I I I I i I I I i I I I I I i I I I I I i M I I I I I I I I I I i I I i I i I ! I I I I I I i I i I I I I I I I I M I I i I i I I I i I 
TGAAAAAGAGGGGGAGCTTGAAGGAACTACTACTAAGCCCCTGGCCCCAAACCCAAGCTTCAGTCCCACTCC 
930 940 950 960 970 980 990 

1090 1100 1110 1120 1130 1140 1150 

AGGCTTCACCCCCACCCTGGGCTTCAGTCCCGTGCCCAGTTCCACCTTCACCTCCAGCTCCACCTATACCCC 

I I I I I I I I I I I I I I I I i I i I I I I I i i I I I I I i i I I I I I i I I I I I i I I i I I I i I I I I I I I I I I I I I I i I I I I I 
AGGCTTCACCCCCACCCTGGGCTTCAGTCCCGTGCCCAGTTCCACCTTCACCTCCAGCTCCACCTATACCCC 
1000 1010 1020 1030 1040 1050 1060 1070 



1160 1170 1180 1190 1200 1210 1220 

CGGTGACTGTCCCAACTTTGCGGCTCCCCGCAGAGAGGTGGCACCACCCTATCAGGGGGCTGACCCCATCCT 
I I I I I I I I I I I I i I I I I I i I I i i I I I I I i i I I I I I I I I I I I I M I I I I i i I i I I i I I I I I I i I I I I I I i I I I 



CGGTGACTGTCCCAACTTTGCGGCTCCCCGCAGAGAGGTGGCACCACCCTATCAGGGGGCTGACCCCATCCT 
1080 1090 1100 1110 1120 1130 1140 

1230 1240 1250 1260 1270 1280 1290 1300 

TGCGACAGCCCTCGCCTCCGACCCCATCCCCAACCCCCTTCAGAAGTGGGAGGACAGCGCCCACAAGCCACA 
I I I I I I I I i I i I I I I I I I I I I I I I I i i I I I I I i i I I I I i i I I i I I I I I I I i I I I I I I I I I I I i I I I i I I I i I 
TGCGACAGCCCTCGCCTCCGACCCCATCCCCAACCCCCTTCAGAAGTGGGAGGACAGCGCCCACAAGCCACA 
1150 1160 1170 1180 1190 1200 1210 

1310 1320 1330 1340 1350 1360 1370 

GAGCCTAGACACTGATGACCCCGCGACGCTGTACGCCGTGGTGGAGAACGTGCCCCCGTTGCGCTGGAAGGA 
I I I I I I I I i I M I I i I i I I I I i i I i I I I i I I i I I I I I I I I I I I I I I I I i i I I I I I I I I I I I I i I i I I I I I I I 
GAGCCTAGACACTGATGACCCCGCGACGCTGTACGCCGTGGTGGAGAACGTGCCCCCGTTGCGCTGGAAGGA 
1220 1230 1240 1250 1260 1270 1280 

1380 1390 1400 1410 1420 1430 1440 

ATTCGTGCGGCGCCTAGGGCTGAGCGACCACGAGATCGATCGGCTGGAGCTGCAGAACGGGCGCTGCCTGCG 

I I I i I I i I I I I I i I I I i I I I i I I I I I I I i I I I i I i i I I I I I I I I I I I I i i i I I i I I I I I I I I I I i I i I I i i I 
ATTCGTGCGGCGCCTAGGGCTGAGCGACCACGAGATCGATCGGCTGGAGCTGCAGAACGGGCGCTGCCTGCG 
1290 1300 1310 1320 1330 1340 1350 

1450 1460 1470 1480 1490 1500 1510 

CGAGGCGCAATACAGCATGCTGGCGACCTGGAGGCGGCGCACGCCGCGGCGCGAGGCCACGCTGGAGCTGCT 

I I I I I I i I I I I I M i I I I i I i I I I i I I I i i I I I I i I I I I I I I i I i i I I I i I I I I I I I I i I I I i M I I I I I i i 
CGAGGCGCAATACAGCATGCTGGCGACCTGGAGGCGGCGCACGCCGCGGCGCGAGGCCACGCTGGAGCTGCT 
1360 1370 1380 1390 1400 1410 1420 1430 

1520 1530 1540 1550 1560 1570 1580 

GGGACGCGTGCTCCGCGACATGGACCTGCTGGGCTGCCTGGAGGACATCGAGGAGGCGCTTTGCGGCCCCGC 

I I I I i I I I i I I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I I I I i I I I i I i I I I I I i I I I I I I I I I I I I I I I 
GGGACGCGTGCTCCGCGACATGGACCTGCTGGGCTGCCTGGAGGACATCGAGGAGGCGCTTTGCGGCCCCGC 
1440 1450 1460 1470 1480 1490 1500 

1590 1600 1610 1620 1630 1640 1650 1660 

CGCCCTCCCGCCCGCGCCCAGTCTTCTCAGATGAGGCTGCG-CCCTGCGGGCAGCTCTAAGGACCGTCCTGC 

I I I I I I I I i I I I I I I I i I i I I I I I i I I I i I I I I I I I I I i I I I I i I I I I I I I I I I I I I I M I I I i i I I i I i i 
CGCCCTCCCGCCCGCGCCCAGTCTTCTCAGATGAGGCTGCGCCCCTGCGGGCAGCTCTAAGGACCGTCCTGC 
1510 1520 1530 1540 1550 1560 1570 

1670 1680 1690 1700 1710 1720 1730 

GAGATCGCCTTCCAACCCCACTTTTTTCTGGAAAGGAGGGGTCCTGCAGGGGCAAGCAGGAGCTAGCAGCCG 

I I i I I I I I I I I I I I i I i I I I I I I I I I I I i i I i i I i I i I I i I I i I I i I I I I I I I I I I i I I I i I I I I I i I I I I I 
GAGATCGCCTTCCAACCCCACTTTTTTCTGGAAAGGAGGGGTCCTGCAGGGGCAAGCAGGAGCTAGCAGCCG 
1580 1590 1600 1610 1620 1630 1640 

1740 1750 1760 1770 1780 1790 1800 

CCTACTTGGTGCTAACCCCTCGATGTACATAGCTTTTCTCAGCTGCCTGCGCGCCGCCGACAGTCAGCGCTG 

I i I I I I I I M i I I I I I I I i I I i I I i I i I i I I I I I i I I I i I I i I i I i i I I I i I I I I I I I i I I I I I i I I I i I i I 
CCTACTTGGTGCTAACCCCTCGATGTACATAGCTTTTCTCAGCTGCCTGCGCGCCGCCGACAGTCAGCGCTG 
1650 1660 1670 1680 1690 1700 1710 

1810 1820 1830 1840 1850 1860 1870 

TGCGCGCGGAGAGAGGTGCGCCGTGGGCTCAAGAGCCTGAGTGGGTGGTTTGCGAGGATGAGGGACGCTATG 

I I I I I I I I I I I I I I I I I I I I I I I I I i i I I I I i I I M I I I I I I i I i I I I I I i I I I I I I I I I I I I I I I I I I I I I 
TGCGCGCGGAGAGAGGTGCGCCGTGGGCTCAAGAGCCTGAGTGGGTGGTTTGCGAGGATGAGGGACGCTATG 
1720 1730 1740 1750 1760 1770 1780 1790 

1880 1890 1900 1910 1920 1930 1940 

CCTCATGCCCGTTTTGGGTGTCCTCACCAGCAAGGCTGCTCGGGGGCCCCTGGTTCGTCCCTGAGCCTTTTT 

i I I I i I i I I I I i i I I I I I I I I I i I I I I I i i I I i I t I I I i I I I I I i I i I i I I I I I I I i i I I I I I I I I I I I I I I 
CCTCATGCCCGTTTTGGGTGTCCTCACCAGCAAGGCTGCTCGGGGGCCCCTGGTTCGTCCCTGAGCCTTTTT 
1800 1810 1820 1830 1840 1850 1860 

1950 1960 197(^ 1980 1990 Ao 2010 2020 

cacagtgcataagcagtttttWtgtttttgttttgttttgttttgttWaaatcaatcatgttacactaa 
i I I I I I i I M I I M i I i I I I I I I I I I I I I I I I I I i I I I I i I M i I I I I I I I I I I I I I I I M I I I i I I I i I I I 



CACAGTGCATAAGCAGTTTTTTTTGTTTTTGTTTTGTTTTGTTTTGTTTTTAAATCAATCATGTTACACTAA 
1870 ISSO 1890 1900 1910^ 1920 1930 

2030 2040 ^ 2050 2060 2070 2080 2090 

TAGAAACTTGGCACTCCTGTGCCCTCTGCCTGGACAAGCACATAGCAAGCTGAACTGTCCTAAGGCAGGGGC 
I I I I I I I I i I I I i I I I I I I I I I I I I i I I I I I I I I I i I i I I I i I I I i I I I I I I i I i I I I I I I I I I I I I I I I I 
TAGAAACTTGGCACTCCTGTCCCCTCTGCCTGGACAAGCACATAGCAAGCTGAACTGTCCTAAGGCAGGGGC 
1940 1950 1960 1970 1980 1990 2000 

2100 2110 2120 2130 2140 2150 2160 

GAGCACGGAACAATGGGGCCTTCAGCTGGAGCTGTGGACTTTTGTACATACACTAAAATTCTGAAGTTAAAA 

I I I I I I i I I I I I I I I f I I I I I I I I I I i I I I i I I I I I I I I I i I I I I I I I I I I I I I I i I I i I I I I I I I I I i I I 
GAGCACGGAACAATGGGGCCTTCAGCTGGAGCTGTGGACTTTTGTACATACACTAAAATTCTGAAGTTAAAG 
2010 2020 2030 2040 2050 2060 2070 

2170 X 
AAAAAAAAAAA 

I I I I I I I 
CTCAAAAAAA 
2080 X 



ID 
AC 
DT 
DE 

m 

KM 
OS 
FH 
FT 
FT 
FT 
PN 
PD 
PF 
PR 
PR 
PA 
PI 
DR 
DR 
PT 
PT 
PS 
CC 
CC 
CC 
CC 
CC 
CC 
CC 
CC 
CC 
CC 
CC 
CC 
SQ 



US-07-625-668A-1 < 1-2175) 

Q06282 Plasmid Tumour Necrosis Factor-Binding Protein 

Q06282 standard; DNA; 1334 BP. 
Q06282? 

29-JAN-1991 (first entry) 

Plasnid Tumour Necrosis Factoi — Binding Protein 
Tumour necrosis factor binding protein; TNF-BPl 



15 



15 cDNA insert, 
TNF-receptor ; 



Location/Qualifiers 
213. ,1325 



Stratoua C; 



pTNF-BP15; ss 
Homo sapiens. 
Key 
CDS 

/*tag= a 
/product=TNF-BP 
EP-39343S-A. 
24-0CT-1990. 
06-APR-1990; 106624. 
21-APR-1939; DE-913101. 
21-JUN-19a9; DE-920282. 
(BOEH ) BOEHRINGER INGELHEIMINT . 
Hauptmann R? Himmler A, Maurer-Fogy I 
WPI; 90-321987/43. 
P-PSDB; R07449. 

DNA encoding TNF binding protein and TNF- receptor - used in 
tumour treatment and to understand mechanismsm to TNF action 
Disclosure; Fig 1(1-3); 51pp; German. 

pTNF-BP15 is one of 30 positives clones in a screened cDNA library 
from induced TNF-induced fibrosarcoma cells. A TNF-BP had been 
isolated from the urine of patients with uraemia and probes/primers 
were constructed from the determined amino acid sequence. 
To produce a vector expressing a soluble form of TNF-binding 
protein^ this plasmid uas cut with Xmml » amplified by PCR and the 
amplified DNA cut with BanHI and EcoRI. 

The resulting 0.75 kb DNA fragment was inserted into pT7/T3 alpha-19 
(BRL) cut with the same enzymes to recover pTNF-BP. This uas cut 
uith BamHI and EcoRI » and the recovered fragment inserted into 
pAD-CMVl (Q06283) to give the required plasmid pADTNF-BP. 
See also Q062S2-Q06285 . 

Sequence 1334 BP; 299 A; 409 C; 342 G; 284 T; 



•'litial Score = 
•?sidue Identity = 



1289 Optimized 
977. Matches 

1 Conservative 



Score = 



1298 
1303 
Subst i tut i ons 



Significance = 
Mismatches = 



26. 



19 
31 
0 



F 100- 



5 
E 
Q 
U 
E 
N 
C 
E 
S 



- « 



50- 



10- 



« » 



5- 



0- 



STDEV 0 
SCORE 5 



1 

15 



3 
37 



4 
48 



I 

5 
59 



6 
70 



7 
81 



8 
92 



9 

102 



PARAMETERS 



Sinilarity matriK 


Unitary 


Hisnatch penalty 


5 


Gap penalty 


5.00 


Gap size penalty 


0.26 


Cutoff score 


0 


Random! zation group 


0 


Initial scores to save 20 


Optimized scores to 


save 20 



K-tuple 

Joining penalty 
Window size 



Alignments to save 
Display context 



SEARCH STATISTICS 



2 
20 
13 



10 
10 



Scores ? 



Mean 
5 



Median Standard Deviation 

20 10.89 



T i mes J 



CPU 
00:02J00.00 



Total Elapsed 
00:04:01 .00 



Number of residues: 1428997 
Number of sequences optimized: 3856 



The scores below are sorted by optimized score. 
Significance is calculated based on optimized score. 

A 100^% identical sequence to the query sequence was found: 



Sequence Name 


Description 


Length 


I n i t . 

Score 


Opt. 

Score 


Sig. 


Frame 


1 . R 10986 


"30i<D TNF inhibitor precursor. 


455 


455 


455 


41 .34 


0] 


The list of other 


best scores is: 












Sequence Name 


Description 


Length 


I n i t . 

Score 


Opt . 

Score 


Sig. 


Frame 



41 standard deviations above mean **** 



2. 


Rl 1082 


Human 55kD TNF-binding protei 


455 


454 


454 


41 


.25 


0 


3. 


R125S0 


Type I TNF receptor. 


455 


453 


453 


41 


.15 


0 






#*»* 40 standard deviations 


above mean 


»«## 










4. 


R07451 


Hunan Tumour Necrosis Factor- 


455 


451 


451 


40 


.97 


0 






#»#« 33 standard deviations 


above mean 


*»«# 










5. 


R07449 


Tumour Necrosis Factor-Bindin 


371 


371 


371 


33 


.62 


0 






#*#« 19 standard deviations 


above mean 


«*«« 










6. 


R07450 


Rat Tumour Necrosis Factor-Re 


461 


240 


212 


19 


.02 


0 






#**« 8 standard deviations 


above mean 


#««# 










7. 


R10984 


Partial sequence 30kD TNF inh 


102 


81 


96 


8 


.36 


0 






*»»•» 4 standard deviations 


above mean 












8. 


Rll 142 


TNF-R deduced from mTNF-R do 


474 


8 


55 


4 


.59 


0 






»»«« 3 standard deviations 


above mean 












9. 


P70416 


Polypeptide uith IgE binding 


557 


5 


47 


3 


.86 


0 


10. 


R13949 


SUP-B27 t(lfl9) translocation 


736 


9 


47 


3 


.86 


0 


1 1 . 


R12914 


Human Thyroid Stimulating Hor 


764 


6 


47 


3 


.86 


0 


12. 


R13269 


Human Thyroid Stimulating Hor 


764 


6 


47 


3 


.86 


0 


13. 


R12505 


Human thyroid stimulating hor 


764 


6 


47 


3 


.86 


0 


14. 


R13951 


E2A/nri fusion protein TYPE I 


825 


9 


47 


3 


.86 


0 


15. 


R1515S 


E2A/prl fusion protein TYPE I 


742 


9 


47 


3 


.86 


0 


16. 


R13948 


SUP-B27 t(l?19) translocation 


819 


9 


47 


3 


.86 


0 


17. 


R10656 


Hepatic parenchymal cell grow 


727 


8 


46 


3 


.77 


0 


18. 


P6104S 


A.nidulans phosphenol pyruvic 


1085 


5 


46 


3 


.77 


0 


19. 


R11254 


Human IL-4 receptor. 


825 


5 


46 


3 


.77 


0 


20. 


R08406 


Sequence deduced from env gen 


846 


6 


45 


3 


.67 


0 



1 . US-07-625-668A-2 Jl-455) 

109^6:; 30kB THF inhibitor precursor. \^ 

ID R109S6 standard; Protein? 455 AA. 

AC R109S6? 

DT 13-MAY-1991 (first entry) 

DE 30kD TNF inhibitor precursor. 

KW Tumour necrosis factor? inhibitor. 

OB Mono sapiens. 

FH Key Location/Qualifiers 

FT Cleavage-site 40. .41 

FT note=" cleavage gives active protein " 

FN AU905S976-A. 

PD 24-JAN-1991 . 

PF 16-JUL-1990? 05S976. 

PR ia-JUL-19S9; US-3810S0. 

PR 11-DEC-19S9; US-450329. 

PR 07-FEE-1990; US-479661. 

PA (SYNE-) SYNERGEN INC. 

DR WPI; 91-073847/11. 

DR N-PSDB? Q10SS3. 

PT Tunour necrosis factor inhibitor - for suppression of TNF-alpha 

PT and -beta* useful as therapeutic agent. 

PS Disclosure? Fig 21? 142pp; English. 

CC The sequence comprises the entire 30 kD TNF inhibitor. The clone 

CC fron which the sequence was deduced was isolated from a cDNA 

CC library prepd. from RNA form U937 cells treated uith PMA/PHA. 

CC The uhole gene can be inserted into expression vectors for prepn. 

CC of TNF inhibitor for use in the treatment of inflammatory and 

CC degenerative diseases. The active protein is claimed (Claim 8). 

CC See also R10984 and RllOOl. 

SQ Sequence 455 AA? 

SQ 20 A? 27 R? 17 N? 21 D? 0 E? 30 C? 15 Q? 30 E? 0 Z? 30 G? 10 H? 

SQ 13 I? 58 L? 20 K? 5 M? 14 F? 37 P? 36 S? 31 T? 5 W? 13 Y? 23 V? 

Initial Score = 455 Optimized Score = 45^^Signif icance = 41.34 
Residue Identity = 100^^ Matches = 45^fcMi smatches = 0 

Gaps = Conservative Substitutions = 0 



PD 20-MAR-1991. 

PF 31-AUG-1990; 116707. 

PR 12-SEP-1989J CH-003319. 

PR 08-MAR-1990? CH-000746. 

PR 20-APR-1990; CH-001347. 

PA (HOFF ) HOFFMANN-LA ROCHE AG. 

PI Brockhaus M» Dembic Z» Gentz Rf Lesslauer W» Lotscher H; 

PI Schlaeger EJJ 

DR WPI; 91-081851/12. 

DR N-PSDB; Q10955. 

PT Insoluble tumour necrosis factor binding proteins - and DNA 

PT encoding theriF useful in pharmaceutical prods, and for antibody 

PT prodn. 

PS Claim 1? Fig 1; 26ppJ German. 

CC Partial amino acid sequences uere determined for the 55 and 75kD 

CC TNF-BPs (see Rl 1072-Rl 1081 ) and oligonucleotide primers were 

CC synthesised based on these partial sequences. The primers uere used 

CC to produce a cDNA fragment for use as aprobe to screen a human 

CC placental cDNA bank constructed in lambda gtll. Positive clones uere 

CC identifed and sequenced. DNA constructs comprising the TNF-BP coding 

.CC sequence may also contain a fragment encoding a human Ig domain. 

CC Recombinant constructs are used to transform cells to confer 

CC improved TNF-binding properties. 

CC See also Q10956. 

SQ Sequence 455 AAJ 

SQ 20 A; 27 R J 17 N J 21 D? 0 B ; 30 C ; 1 5 Q ; 30 E ; 0 Z? 30 G; 10 H; 

SQ 13 I; 57 L? 20 K; 5 MJ 14 F? 37 Pi 36 S? 31 T; 5 W; 13 Y; 24 V; 



Initial Score = 454 
Residue Identity = 99% 
Gaps = 0 



Optimized Score = 454 
Matches = 454 

Conservative Substitutions 



Significance = 41.25 
Mismatches = 1 

0 



X 10 20 30 40 50 60 70 

MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKYIHPQNNSICCTKCHKGTYLYNDC 

i I I I i I i i i I i I I I I I i I I I i I i I I I i i I I i I I I I I i I i I i I i I i i I I I I I I I I i i i I i I I I I I i I I I i I I I 
MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKYIHPQNNSICCTKCHKGTYLYNDC 
X 10 20 30 40 50 60 70 

SO 90 100 110 120 130 140 

PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCF 

I I It I I I I i I i I I i I I i M I I i i I M ! I I I ! I i I I I M I M I M i I i I M i I I I i i I I I I I I I I M I I M M 
PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCF 
80 90 100 110 120 130 140 

150 160 170 180 190 200 210 

NCSLCLNGTVHLSCQEKQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPL 

I I i I I M I I i I I M I I I i I I I I I I I I I I I M I i I I I I i i I I I i i I i i I i I I I I I I I I I i I I I i I I i I I I I I I 
NCSLCLNGTVHLSCQEKQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPL 
150 160 170 180 190 200 210 

220 230 240 250 260 270 280 

VIFFGLCLLSLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFSPV 

I i M I I I I I M I I I I i I I I i I I I I M I I I I I I I i I I i I I M i i M i I I I i I I I i I I I I I i I I I i I I I I i I I 

VIFFGVCLLSLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFSPV 
220 230 240 250 260 270 280 

290 300 310 320 330 340 350 360 

PSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 
I M I I I i I M I I I M i I M I M I I I i I I I I I I I I i I I I I M I I I I I i I i I I i i I M i I i I I I I I I I I I I I I I 
PSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 

290 300 310 320 330 340 350 360 

370 380 390 400 410 420 430 

AVVENVPPLRWKEFVRRLGL^IEIDRLELQNGRCLREAQYSMLATW^TPRREATLELLGRVLRDMDLLG 

i I i I i I i 1 1 1 1 1 1 1 1 1 i i 1 1 m 1 1 1 i 1 1 1 i 1 1 1 i 1 1 i 1 1 1 1 1 1 1 1 i m 1 1 1 1 1 1 1 1 1 1 f I i 1 1 1 1 1 1 1 1 1 

AVVENVPPLRWKEFVRRLGLSDHEIDRLELQNGRCLREAQYSMLATWRRRTPRREATLELLGRVLRDMDLLG 



X 10 20 30 40 50 60 70 

MGLSTVPDLLLPLVLLELLVGTYPSGVIGLVPHLGDREKRDSVCPQGKYIHPQNNSICCTKCHKGTYLYNDC 
I I I I I I I I I I I I I i I I i I i i#! I I I I I I I i I i i I I I I I I I I I I I I i # I I I I I I i I I I i I I I I I I I I I I I 
MGLSTVPDLLLPLVLLELLVCnYPSGVIGLVPHLGDREKRDSVCPQGKTIHPQNNSICCTKCHKGTYLYNDC 
X 10 20 30 40 50 60 70 

30 90 100 110 120 130 140 

PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCF 

I I I i I i I I I I I I i i I I M I I I I i i I I I I I I I I i I I i i I i I I i i I I I I I i I I I I i I I I I I I M I I i I I I I I i I 
PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCF 
80 90 100 110 120 130 140 

150 160 170 180 190 200 210 

NCSLCLNGTVHLSCQEKQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPL 

I I I I I I I I I I i I I I i I i I I I I I I I I I I I I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I I I I I I i I I I I I I i 
NCSLCLNGTVHLSCQEKQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPL 
150 160 170 180 190 200 210 

220 230 240 250 260 270 280 

VIFFGLCLLSLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFSPV 

I I i I i I I I M I I i I i I i I i I i M I I I I I I I I I I i I I i 1 i I I I I I I I I I i I I I I I i I I I I M I i I I I M I I I I 
VIFFGLCLLSLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFSPV 
220 230 240 250 260 270 280 

290 300 310 320 330 340 350 360 

PSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 

i I I i i I I I I i i M I i I I I I I I I I I I I I i I i I i I I i I I I i I I i I I I i I I I I I I I I i I I I I I I i I I i I i I I I I I 
PSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 
290 300 310 320 330 340 350 360 

370 380 390 400 410 420 430 

AVVENVPPLRWKEFVRRLGLSDHEIDRLELQNGRCLREAQYSMLATWRRRTPRREATLELLGRVLRDMDLLG 

I I i i I I I i I i I I i I I i I I I i i I I I I i I I I I I i I I I I i I i I i I I I I I I I I I i I i M I I I I I i I I I I i I I i I I I 
AVVENVPPLRWKEFVRRLGLSDHEIDRLELQNGRCLREAQYSMLATWRRRTPRREATLELLGRVLRDMDLLG 
370 380 390 400 410 420 430 

440 450 X 

CLEDIEEALCGPAALPPAPSLLR 

I I I I I I I I I I I I i I i I I i I I I I I 
CLEDIEEALCGPAALPPAPSLLR 
440 450 X 



2. US-07-625-668A-2 < 1-455) 

R11082 Hunan 55kD TNF-binding protein. 

ID R11082 standard; Protein; 455 AA. 

AC R11082; 

DT 24-MAY-1991 (first entry) 

DE Hunan 55kD TNF-binding protein. 

KW Tunour Necrosis Factor; binding proteins; septic shock; 

KW autoimmune glomerulonephritis; lymphokine; cytokine. 

FH Key Location/Qualifiers 

FT Modified -site 54 

FT /label= putative N-glycosyl at ion site 

FT Modified -site 145 

FT /label= putative N-glycosyl ation site 

FT Modified -site 151 

FT /label= putative N-glycosyl at ion site 

FT Modified -site 270 

FT /label= putative N-glycosyl at ion site 

FT Region 212. .230 

FT /label= transmembrane region 

FT Peptide 1..28 

FT /label= signal peptide 

PN EP-417563-A. 



370 



380 



390 



400 



410 



420 



430 



440 450 
CLEDIEEALCGPAALPPAPSCT 

I I I I I I 1 I I i I I I I I I i i i I I I i 
CLEDIEEALCGPAALPPAPSLLR 
440 450 X 



5. US-07-625-668A-2 (1-455) 

R12550 Type I TNF receptor. 

ID R12550 standard; Protein? 455 AA. 

AC R12550J 

DT 12-SEP-1991 (first entry) 

DE Type I TNF receptor. 

KW Tunour Necrosis Factor? TNF; binding protein; TBP-I. 

OS Homo sapiens. 

FH Key Location/Qualifiers 

FT Peptide 1..21 

FT /label= sig_peptide 

FT Protein " 22.-455 

FT /label= nat_protein 

FT Domain 212.. 234 

FT /label= transmembrane^donain 

FT Region 41 . . 53 

FT /label= TBP-I derived sequence 

FT Region 110. .124 

FT /label= TBP-I derived sequence 

FT Region 199.. 201 

FT /label= TBP-I derived sequence 

FT Modified -site 54. .56 

FT /label= N-glycosy lation_s i te 

FT Modified -site 145. ,147 

FT /label= N-glycosylation_s ite 

FT Modified -site 151. .153 

FT /label= N-glycosy I ation_s i te 

FT Region 44. .83 

FT /label= repeat_l 

FT Region 84,. 126 

FT /label= repeat_2 

FT Region 127. .167 

FT /label= repeat_3 

FT Region 168. .201 

FT /label= repeat_4 

FT Domain 21 » .203 

FT /label= soluble_domain 

FT /note= "may be 2 amino acids shorter or contain a 

FT feu additional amino acids" 0 

PN EP-433900-A. ,3" 

PD 26-JUN-1991. 

PF 13-DEC-1990; 124133. ' 

PR 13-DEC-1989; IL-092697. 

PR 12-JUL-1990; IL-095064. 

PA (YEDA ) YEDA RES & DEV CO LTD. 

PI Wallach D* Nophar Kemper Q? Engelmann Hr Brakebusch C; 

PI Aderka D; ^ 

DR WPI? 91-186774/26. 

DR N-PSDB; Q12215. 

PT Recombinant tumour necrosis factor binding protein I - prepd. by 

PT transfecting eukaryotic cells with vector contg. deoxyribonucleic 

PT acid encoding human type T TNF receptor or soluble domain 

PS Disclosure? Fig 1(D)? 30pp? English. 

CC The Tumour Necrosis Factor Binding Protein I is the soluble form of 

CC type I TNF-receptor and constitutes a fragment of the cell surface 

CC form of this receptorr corresp. to its extracellular domain. 



cc 
cc 
cc 
cc 
cc 

SQ 
SQ 
SQ 



The soluble proteins produced by the transfected cells secreted 
into the nedium nay have at the N-terminus the sequence Asp-Sei — Val 
(41-43) f or the sequence Leu-Val-Pro (30-32) or Ile-Tyr-Pro (22-24) 
or any other sequence between He (21) and Asp (41). 
See also Q12212-15. 
Sequence 455 AA» 

20 A; 27 R; 17 N? 21 D; 0 B? 30 C; 15 Q; 



30 

13 I; 58 l; 20 k; 5 M; 14 F; 37 P; 37 s; 31 



0 
4 



z; 



30 
13 



10 h; 
23 v; 



Initial 
Res i due 
Gaps 



Score = 
Identity = 



453 Optimized 
997. Matches 

0 Conservative 



Score = 



453 
453 

Substitutions 



Significance = 
Mismatches = 



41 



15 
2 
0 



X 10 20 30 40 50 60 70 

MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKYIHPQNNSICCTKCHKGTYLYNDC 

I I I I I I i I I I i I i I I I i I I I I I i I I I i I I I I I I I I I i I I I I I i i I I I I I I i I I I i I I I I I I I I I I I I I I i I 
MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKYIHPQNNSICSTKCHKGTYLYNDC 
X 10 20 30 40 50 60 70 



80 90 100 110 120 130 140 

PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCF 

I I I I I I I I I I M I I I I ! I I I I I I i I I M I I i M I i I i I I M I I I I i I I I I I M i I I I I I I M I I I I i I I I I I 
PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCF 
SO 90 100 110 120 130 140 



150 160 170 180 190 200 210 

NCSLCLNGTVHLSCQEKQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPL 

i I I I I I I I i I i I I I i I I M I i I I I I I I I i I I i i I I I I I I I i I I I I I I I I I I I I I I I I I i I I I I I I I i I i I i I 
NCSLCLNGTVHLSCQEKQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLP(3IENVKGTEDSGTTVLLPL 
150 160 170 180 190 200 210 



220 230 240 250 260 270 280 

VIFFGLCLLSLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFSPV 

i I M i I i M I I i I I i M M i I I I I I I I I I I I I I i I i I i I i I I I I I i I i M I i I i f I I i I I I I I i I I I I I I I 

VIFFGLCLLSLLFIGLMYRYQRCKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFSPV 
220 230 240 250 260 270 230 



290 300 310 320 330 340 350 360 

PSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 

I I I I i I I I i I I I i I I I I I I I i I I I I I I I I I I I i I I i I I I I I I i I i I i I I I I I I I I I I I I I i I I I i I I I i I I I 
PSSTFTSSSTYTPGDCPNFAAPRREVAPPY(2GADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 
290 300 310 320 330 340 350 360 

370 380 390 400 410 420 430 

AVVENVPPLRWKEFVRRLGLSDHEIDRLELQNGRCLREAQYSMLATWRRRTPRREATLELLGRVLRDMDLLG 

I M I I I i I I i I I I M I I I I I I I I i I I I I i i I I i I I I I I ! I I I i I I I I M I ! i i M I i I I I I M I i I I I i I i I 
AVVENVPPLRWKEFVRRLGLSDHEIDRLELQNGRCLREAQYSMLATWRRRTPRREATLELLGRVLRDMDLLG 
370 380 390 400 410 420 430 



440 450 X 

CLEDIEEALCGPAALPPAPSLLR 

I I I I I I I I I I I I i I I I I I I I I I i 
CLEDIEEALCGPAALPPAPSLLR 
440 450 X 



4. US-07-625-66aA-2 (1-455) 

R07451 Hunan Tumour Necrosis Factoi — Receptor from lanbdaT 

ID R07451 standard; protein; 455 AA. 

AC R07451; 

DT 29-JAN-1991 (first entry) 

DE Hunan Tunour Necrosi^s Factor-Receptor fron lanbdaTNF-R2 cDNA insert. 

KW Tunour necrosis fa^^r binding protein; TNF-Bl^^TNF-receptor ; 

KW infectious di sease^^aras it ic disease; cachexia 

KW autoinnune disease; shock; I anbdaTNF-R2 ; raTNF-R8. 



OS 
PN 
PD 
PF 
PR 
PR 
PA 
PI 
DR 
DR 
PT 
PT 
PS 
CC 
CC 
CC 
CC 
CC 
CC 
CC 
CC 
CC 
CC 
CC 
SQ 
SQ 
SQ 



Mono sapiens 
EP-393438-A. 
24-0CT-1990. 
06-APR-1990; 
21-APR-19S9; 
21-JUN-1989? 



Stratoua C; 



10662 

DE-913101 . 
DE-920282. 
(BOEH ) BDEHRINGER INGELHEIMINT . 
Hauptmann Rr Hinnler Ai Maurer— Fogy I 
WPI; 90-321987/43. 
N-PSDB? Q06285. 

DNA encoding TNF binding protein and TNF- receptor - used in 
tumour treatment and to understand nechani smsm to TNF action 
Disclosure; Fig 91(1-2); 51pp; German. 

raTNF-R8 (Q06284) uas used to screen the HS913T cDNA library 

Aas 




LambdaTNF-R2 encodes the complete human TNF-R2 and 

construct a plasmid (pADTNF-R) expressing the prodact tne ft^tne^uai 
as pADTNF-BP (see Q06282) . The expressed proteins ate pt^sfful 
prophyl actical ly and therapeutically to control di'slor^ders which 
involve the damaging effects of TNF-alpha or -bet/a Vg/g. infectious or 
parasitic diseasesr shock » cachexia^ autoimmune aas^asesr adult 
respiratory distress syndrome etc . » or s ide^-iL^CgxtTs of treatment 
TNG-alpha) . They can also be used as diagtiiastrc reagents for 
assaying TNF and in study of TNF-receptor n^nter ac t i ons . 
See also 006282-006285. 
Sequence 455 AA ; 

21 A; 27 r; 17 n; 21 d; 0 b; 30 C; 16 Q? 29 e; O Z? 29 g; lO Hi 
13 i; 57 l; 20 k; 5 M; 14 F? 37 P; 37 s; 30 T; 5 w; 13 y; 24 v; 



uith 



Initial Score = 451 
Residue Identity = 99"/. 
Gaps = 0 



Optimized Score = 451 
Matches = 451 

Conservative Substitutions 



Significance = 40.97 
Mismatches = 4 

0 



X 10 20 30 40 50 60 70 

mglstvpdlllplvllellvgiypsgviglvphlgdrekrdsvcpqgkyihpqnnsicctkchkgtylyndc 

nil I i I I I I I I I I I i I I i I I i I I I I I j I i I I I i I I I i I i I I I i i I I I I I I I I I I i I I I M I I i I I I I I 
mglssvpdlllplvlvellvgiypsaviglvphlgdrekrdsvcpqgkyihpqnnsicctkchkgtylyndc 

X 10 20 30 40 50 60 70 



80 90 100 110 120 130 140 

pgpgqdtdcrecesgsftasenhlrhclscskcrkemgqveissctvdrdtvcgcrknqyrhywsenlfqcf 

1 1 i I i I i I i I i 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 i 1 1 i i 1 1 1 i I i 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 i i I i I 

pgpgqdtdcrecesgsftasenhlrhclscskcrkemgqveissctvdrdtvcgcrknqyrhywsenlfqcf 

80 90 100 110 120 130 140 



150 160 170 ISO 190 200 210 

ncslclngtvhlscqekqntvctchagfflrenecvscsnckkslectklclpqienvkgtedsgttvllpl 

I I I I i I I I I I I I i I I I I I M I I i I i I I I i i I I I i I I I I I I I I i I i I I I I I I M I i i I I I I I I I I M I i I I I 
ncslclngtvhlscqekqntvctchagfflrenecvscsnckkslectklclpqiqnvkgtedsgttvllpl 

150 160 170 180 190 200 210 



220 230 240 250 260 270 280 

viffglcllsllfiglmyryqrwksklysivcgkstpekegelegtttkplapnpsfsptpgftptlgfspv 

1 1 1 1 1 1 i 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i i 1 1 1 1 1 i 1 1 1 1 1 1 1 i 1 1 i 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

viffglcllsllfiglmyryqrwksklysivcgkstpekegelegtttkplapnpsfsptpgftptlgfspv 

220 230 240 250 260 270 280 



290 300 310 320 330 340 350 360 

psstftssstytpgdcpnfaaprrevappyqgadpilatalasdpipnplqkwedsahkpqsldtddpatly 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 11 1 1 1 1 i 1 1 1 i I i 1 1 i f 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 i 1 1 1 1 i I M 1 1 1 1 1 1 1 1 1 i n 1 1 

psstftssstytpgdcpnfaaprrevappyqgadpilatalasdpipnplqkwedsahkpqsldtddpatly 

290 300 310 320 330 340 350 360 



370 380 390 400 410 420 430 

avvenvpplrwkefvrrlglsdheidrlelqngrclreaqysmlatwrrrtprreatlellgrvlrdmdllg 

1 1 1 1 1 1 i 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i I i i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 i I 

avvenvpplrwkefvrrlglsdheidrlelqngrclrea(3ysmlatwrrrtprreatlellgrvlrdmdllg 



aaO 230 ^40 250 260 270 280 

VIFFGLCLLSLLFIGLMYRY^JKSKLYSIVCGKSTPEKEGELEGTT^LAPNPSFSPTPGFTPTLGFSPV 

i 1 1 1 i 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 m 1 1 1 1 1 1 1 i i 1 1 1 1 i 1 1 1 i 1 1 1 1 1 1 m I i I I I I I I I I I I i I I i I I I I I I 

VIFFGLCLLSLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFSPV 
220 230 240 250 260 270 280 

290 300 310 320 330 340 350 360 

PSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 

I I I I I I I I I I I I I I I I i I I I i I M I I I I i I I I I I i I i i I I I I M I I I I I I I I I I i I I I I I I I I I i I i I i I I I 
PSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 
290 300 310 320 330 340 350 360 

X 380 
AVVENVPPLRWKEFVRRLGLS 

I I I I I I I I I I i 
AVVENVPPLRW 
370 



6. US-07-625-663A-2 (1-455) 

R07450 Rat Tumour Necrosis Factor-Receptor fron raTNF-R8 

ID R07450 standard; protein; 461 AA. 

AC R07450; 

DT 29-JAN-1991 (first entry) 

DE Rat Tumour Necrosis Factor-Receptor fron raTNF-R8 cDNA. 

KW Tumour necrosis factor binding protein; TNF-BP; TNF-receptor ; 

KW raTNF-R8. 

OS Rat rattus. 

PN EP-393438-A. 

PD 24-0CT-1990. 

PF 06-APR-1990; 106624. 

PR 21-APR-1989J DE-913101. 

PR 21-JUN-1989; DE-920282. 

PA (BOEH ) BOEHRINGER INGELHEIMINT . 

PI Hauptpiann R» Hinnler A, Maurer-Fogy I» Stratouia C; 

DR WPI; 90-321987/43. 

DR N-PSDB; Q062S4. 

PT DNA encoding TNF binding protein and TNF- receptor - used in 

PT tumour treatment and to understand nechanismsm to TNF action 

PS Disclosure; Fig 8(1-2); 51pp; German. 

CC A rat brain cDNA analogue of the HS913T cDNA library from rat 

CC glioma cell line C6 (ATCC CCL107) is prepared in lambda-gtll. 

CC The isolated clone raTNF-R8 is used as probe to isolated the entire 

CC human TNF receptor? as represented in Q06285. 

CC See also Q062S2-Q06285 . 

SQ Sequence 461 AA; 

SQ 22 A; 26 r; 20 n; 16 d; 0 b; 31 c; 16 q; 25 e; 0 z; 28 g; 14 h; 

SQ 16 I; 48 l; 20 k; 9 m; 17 F; 44 P; 31 s; 29 t; 5 w; 8 Y; 36 v; 



Initial Score = 240 
Residue Identity = 48"/. 
Gaps = 6 



Optimized Score = 212 
Matches = 223 

Conservative Substitutions 



Significance = 19.02 
Mismatches = 232 

0 



X 10 20 30 40 50 60 70 

MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKYIHPQNNSICCTKCHKGTYLYNDC 

III II III I I I I 11 II Mil I I I I I I I I I I I I I I I I I i II I I I I I I I I I i I I i I I II 
MGLPIVPGLLLSLVLLALLMGIHPSGVTGLVPSLGDREKRDNLCPQGKYAHPKNNSICCTKCHKGTYLVSDC 
X 10 20 30 40 50 60 70 

80 90 100 110 120 130 140 ' 

PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCF 

I I I I I I I I I I I I I i I I I I I I I I I I I I I i I I I I I II I I I I III III 

PSPGQETVCELSHKGTFTASQNHVRQCLSCKTCRKEMFQVEISPCKADMDTVCGCKKNQFQRYLSETHFQCV 
80 90 100 110 120 130 140 



370 380 390 400 410 420 430 

440 450 X 

CLEDIEEALCGPAALPPAPSLLR 

i I I I I I I I I I i I i I i i I I i I I I I 
CLEDIEEALCGPAALPPAPSLLR 
440 450 X 



5. US-07-625-66SA-2 (1-455) 

R07449 Tunour Necrosis Factoi — Binding Protein from pTNF-B 

ID R07449 standard; protein; 371 AA. 

AC R07449; 

DT 29-JAN-1991 (first entry) 

DE Tunour Necrosis Factor-Binding Protein from pTNF-BP15 cDNA. 

KW Tunour necrosis factor binding protein; TNF-BP; TNF-receptor ; 

KW pTNF-BP15; infectious disease; parasitic disease; cachexia; 

KW autoimmune disease; shock. 

OS Homo sapiens. 

PN EP-393438-A. 

PD 24-0CT-1990. 

PF 06-APR-1990; 106624. 

PR 21-APR-19S9; DE-913101. 

PR 21-v;UN-1989; DE-920282. 

PA (BOEH ) BOEHRINGER INGELHEIMINT . 

PI Hauptmann Rr Himmler Ar Maurei — Fogy If Stratoua C; 

DR WPI; 90-321987/43. 

DR N-PSDE; 306282. 

PT DNA encoding TNF binding protein and TNF- receptor - used in 

PT tumour treatment and to understand mechanismsm to TNF action 

PS Disclosure; Fig 1(1-3); 51pp; German. 

CC Clone pTNF-BP15 was used to contruct pADTNF-BP» for transfection of 

CC e.g. C0S7 cells. The expressed proteins are useful 

CC prophyl actical ly and therapeutically to control disorders uihich 

CC involve the damaging effects of TNF-alpha or -beta (e.g. infectious or 

CC parasitic diseasesr shock r cachexia? autoimmune diseasesi adult 

CC respiratory distress syndrome etc . » or side effects of treatment with 

CC TNG-alpha) . They can also be used as diagnostic reagents for 

CC assaying TNF and in study of TNF-receptor interactions. 

CC See also Q06282-(3062S5 . 

SQ Sequence 371 AA; 

SQ 13 A; 14 r; 16 n; 16 d; o b; 27 c; 13 Q; 21 E; 0 z; 25 G; 9 H; 

SQ 11I;41L;19K;3 m;13F;32P;33S;28t;4 w;i2Y;21V; 



Initial Score = 371 
Residue Identity = 1007. 
Gaps = 0 



Optimized Score = 371 
Matches = 371 

Conservative Substitutions 



Significance = 33.62 
Mismatches = 0 

0 



X 10 20 30 40 50 60 70 

mglstvpdlllplvllellvgiypsgviglvphlgdrekrdsvcpqgkyihpqnnsicctkchkgtylyndc 

i I i 1 1 1 1 1 1 1 1 1 i 1 1 1 i 1 1 1 i I i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 

MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKYIHP(3NNSICCTKCHKGTYLYNDC 
X 10 20 30 40 50 60 70 

80 90 100 110 120 130 140 

PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLF(3CF 

I I i I i I I I I i i I i I I i I i i i I I I I M i I i M I I I I I I I I I I i I I i M I I I I I I I i I i i I I I I M I i I I I I I I 

PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCF 
80 90 100 no 120 130 140 

150 160 170 180 190 200 210 

NCSLCLNGTVHLSCQEKQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPL 

i I I I i I i I i i i I I I I i I I I l(H I i I I I i I I I I I I I i I I I i I I i I I i # I I I I I I i I I I I i I I I I I I I I I I 

ncslclngtvhlscqekqnt^tchagfflrenecvscsnckkslectTlclpqienvkgtedsgttvllpl 

150 160 170 180 190 200 210 



s - *» 

E 50- 

Q - » 
U 

E -» 

N - »* 

C 

E 

S 10- 



5- »# 



0- 



i i i I i I I I i I 

STDEV-1 012345678 
SCORE 4 13 22 31 40 49 58 67 76 84 



PARAMETERS 



Similarity matrix 


Unitary 


K-tuple 


2 


Mismatch penalty 


5 


Joining penalty 


20 


Gap penalty 


5.00 


Window size 


13 


Gap size penalty 


0.26 






Cutoff score 


0 






Randomi zation group 


0 






Initial scores to save 20 


Alignments to save 


10 


Optimized scores to 


save 20 


Display context 


10 




SEARCH 


I STATISTICS 




Scores J 


Mean 


Median Standard 


Devi ation 




13 


25 9.09 




Times : 


CPU 


Total El apsed 




00:02:47-05 


00:05:40. 


00 



Number of residues: 1S49227 
Number of sequences optimized: 4342 



The scores belou are sorted by optimized score. 
Significance is calculated based on optimized score. 

4^ lOOX identical sequences to the query sequence were found: 



Sequence Name 


Description 






Length 


I n i t . 
Score 


Opt . 

Score 


Sig. 


Frame 


1. A34a99 


* T u mor n e c r o s i s 


f actor 


rec ept 


455 


455 


455 


4S.61 


0 


2. A34900 


*Tumor necrosis 


factor 


recept 


455 


455 


455 


48.61 


0 


3. S12057 


* T u m o r n e c r o s is 


factor 


recept. 


455 


455 


455 


48.61 


0 


4. A36555 


*Tumor necrosis 


factor 


recept 


455 


455 


455 


48.61 


0 


The list of other 


best scores i s : 


















Description 






Le^h 


I ni t . 


Opt . 






Sequence Name 










Score 


Score 


Sig. 


Frame 



Number of scores above cutoffs 



4342 



Cut-off raised to 4. 
Cut-off raised to 5. 
Cut-off raised to 6. 
Cut-off raised to 7. 

The scores belou are sorted by initial score. 
Significance is calculated based on initial score- 

4^ rOO% identical sequences to the query sequence were founds 











Init . 


Opt. 








Sequence Name 


Description 


Length 


Score 


Score 


Sig 


1. 1 


~r ame 


1 . 


A34S99 


«Tuinor necrosis factor recept 


455 


455 




455 


97. 


80 


0 


2. 


A34900 


*Tu(nor necrosis factor recept 


455 


455 




455 


97. 


80 


0 


3. 


SI 2057 


*Tunor necrosis factor recept 


4.55 


455 




455 


97. 


80 


0 


4. 


A36555' " 


*Tunor necrosis factor recept 


455 


455 




455' 


97. 


80 


0 


The list of other 


best scores i s ! 
























Init. 


Opt . 








Sequence Name 


Description 


Length 


Score 


Score 


Sig 


1. 1 


Frame 






»*#* 97 standard deviations 


above mean »»«» 










5. 


A38281 


*Tumor necrosis factor recept 


455 


452 




452 


97. 


15 


0 






*»»# 51 standard deviations 


above mean «*»» 










6. 


B36555 


*Tumor necrosis factor recept 


461 


243 




215 


51 . 


83 


0 






»*#« 47 standard deviations 


above mean #*«« 










7. 


B40254 


*Tunor necrosis factor recept 


454 


224 




267 


47. 


71 


0 


8. 


A3a634 


*Tu(nor necrosis factor recept 


454 


224 




267 


47. 


71 


0 


9. 


S16677 


*P55 tunor necrosis factor re 


454 


224 




267 


47. 


71 


0 






»»*# 11 standard deviations 


above mean 










10. 


C36555 


*Tui»ior necrosis factor bindin 


134 


55 




78 


1 1 . 


06 


0 






»«»# 3 standard deviations 


above mean «»»* 










1 1 , 


A3S25S 


*Tunior necrosis factor block i 


20 


20 




20 


3. 


47 


0 






»*»« 1 standard deviation above mean *#»« 










12. 


A42502 


*C22L protein - Vaccinia viru 


122 


11 




21 


1 . 


52 


0 


13. 


I4252S 


*B28R protein - Vaccinia viru 


122 


11 




21 


1 . 


52 


0 


14. 


W5WL1 1 


E5A protein - Hunan papilloma 


91 


10 




16 


1 . 


30 


0 


15. 


S00397 


Pancreatic ribonuclease A pre 


150 


10 




24 


1 . 


30 


0 


16. 


A31556 


Glucose-transporter proteinr 


522 


10 




30 


1 . 


30 


0 


17. 


S05319 


Glucose transport proteini he 


523 


10 




28 


1 . 


30 


0 


IS. 


S06920 


Glucose transport protein? he 


523 


10 




28 


1 . 


30 


0 


19. 


S010S5 


Hypothetical protein 1 - Whit 


1294 


10 




43 


1 . 


30 


0 


20. 


A35186 


*Salivary agglutinin receptor 


1473 


10 




39 


1 . 


30 


0 



Query sequence being compared ? US-07-625-668A-2 (1-455) 
Number of sequences optimized; 4342 



Results of the optimized comparison of 
Data bank : PIR 32f all entries 



US-07-625-66SA-2 (1-455) uith 



1000- 



N 

U 500- 

M - ^tt * 

B 

E - ^ * * 

R # * 

- * # * 

0 - -it* it^t 

F 100- * * 







»#*« 48 standard deviations 


above mean 


*#»« 










5. 


A38281 


*Tumoi^necros i s factor recept 




452 


452 


48 


.28 


0 






standard deviations 


abo^Bmean 


«««•# 










6. 


S16677 


»P55 tunor necrosis factor re 


^4 


224 


267 


27 


.93 


0 


7. 


B40254 


*Tunor necrosis factor recept 


454 


224 


267 


27 


.93 


0 


8. 


A38634 


wTunor necrosis factor recept 


454 


224 


267 


27 


.93 


0 






*«## 22 standard deviations 


above mean 












9. 


1336555 


*Tuinor necrosis factor recept 


461 


243 


215 


22 


.21 


0 






»«»# 7 standard deviations 


above mean 


»■»»# 










10. 


C36555 


*Tumor necrosis factor bindin 


134 


55 


78 


7 


. 15 


0 






»«»» 4 standard deviations 


above mean 


«»«» 










1 1 . 


B33634 


«Tu(nor necrosis factor recept 


474 


8 


55 


4 


.62 


0 


12. 


A40254 


*Tunor necrosis factor recept 


474 


8 


55 


4 


.62 


0 






*«•»« 3 standard deviations 


above mean 


#«»« 










13. 


S18984 


*Arrestin - Human (fragment) 


409 


8 


49 


3 


.96 


0 


14. 


GQHUN 


Nerve growth factor receptor 


427 


9 


49 


3 


.96 


0 


15. 


0YB077 


Guanylate cyclaser soluble^ 7 


691 


6 


49 


3 


.96 


0 


16. 


S15921 


♦Protein TPX-VT3 - Thermoprot 


474 


8 


49 


3 


.96 


0 


17. 


B24785 


Hypothetical protein 1028 - S 


1028 


6 


48 


3 


.85 


0 


IS. 


A26728 


Elastin a precursor - Bovine 


747 


7 


48 


3 


.85 


0 


19. 


A36226 


♦Collagen alpha-1 - Sea urchi 


730 


7 


48 


3 


.85 


0 


20. 


A26456 


Nicotinic acetylcholine recep 


625 


7 


48 


3 


.85 


0 



1. US-07-625-668A-2 (1-455) 



A 3 48 9 9' 



*Tumor necros i s f actor- receptor precursor r 55K - 



ENTRY 
TITLE 

DATE 

PLACEMENT 
COMMENT 
REFERENCE 
#Author s 



A34a99 #Type Protein 

*Tumor necrosis factor receptor precursor? 55K - 
Hunan 

Ol-Aug-1990 «Sequence Ol-Aug-1990 «Text Ol-Aug-1990 

0.0 0.0 0.0 0.0 0.0 
♦This entry is not verified. 



Loetscher H,? Pan Y.C.E.» Lahm H.W.r Gentz R.» 
BrocUhaus M.r Tabuchi H.r Lesslauer W. 
^Journal Cell (1990) 61:351-359 

#Title Molecular cloning and expression of the human 55 kd 

tumor necrosis factor receptor. 

#Ref erence-number A34899 

^Accession A34899 
SUMMARY »Molecular-ueight 50494 #Length 455 ^Checksum 153 

SEQUENCE 



Initial 
Res idue 
Gaps 



Score = 
Identity = 



455 Optimized Score = 455 
1007. Matches = 455 

0 Conservative Substitutions 



Significance = 48.61' 
Mismatches = 0 

0 



X 10 20 30 40 50 60 70 

MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKYIHPQNNSICCTKCHKGTYLYNDC 

I i I I i i i I I I I I I I i I I I I I i I I I I I I I I I i I i i i I I I I I I i I I I I i I i I I M I i I I I i I I I I I I I i i I I I i 
MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKYIHPQNNSICCTKCHKGTYLYNDC 
X 10 20 30 40 50 60 70 

80 90 100 110 120 130 140 

PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCF 

I I I I I I I I i I I I I I I I I I I i I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCF 
80 90 100 110 120 130 140 



150 160 170 180 190 200 210 

NCSLCLNGTVHLSCQEKQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPL 

i I I I I I I I M I I i I I I I I I I I I I I I I I I I M I I i I I I I I i I I I I i I i I I I M I I i I I I i I I I I I I I I I I i I I 
NCSLCLNGTVHLSCQEKQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPL 
150 160 170 180 190 200 210 



220 230 240 250 260 270 280 

VIFFGLCLLSLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFSPV 

I I I I I i I I I I i I I I I I i I I i i I i I i I I I I i I I I I i I i I i I i I I I I I I I i i I I i I i I i I I I I i I i I I I I I I I I 
VIFFGLCLLSLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFSPV 
220 230 240 250 260 270 280 

290 300 310 320 330 340 350 360 

PSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 

I I I I I I i i I I I I i i t 1! I I I I I I I I i I I I I I I i i i I i M I I I i I I I I I I I I I I I I I i I i I I I i i I I I M I I I 
PSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 
290 300 310 320 330 340 350 360 

370 380 390 400 410 420 430 

AVVENVPPLRWKEFVRRLGLSDHEIDRLELQNGRCLREAQYSMLATWRRRTPRREATLELLGRVLRDMDLLG 

I I I I I I I I I i I I I I i I I i i I I I I I I i i I i I I I i I i I I I i I i I I I i I 1 i I I I I I I I I I I I I I I I I I I I I I I I I 
AVVENVPPLRWKEFVRRLGLSDHEIDRLELQNGRCLREAQYSMLATWRRRTPRREATLELLGRVLRDMDLLG 
370 380 390 400 410 420 430 

440 450 X 

CLEDIEEALCGPAALPPAPSLLR 

i I I I i I I I I I I I I I I I I I I I i I i 
CLEDIEEALCGPAALPPAPSLLR 
440 450 X 



US-07-625-66SA-2 (1-455) 

A34900_ «Tynor necrosis factor receptor precursor 



ENTRY 
TITLE 
DATE 

PLACEMENT 
COMMENT 
REFERENCE 
#Author s 



# Jo urn a 1 
#Title 

4tRef erence 
#Access ion 

SUMMARY 

SEQUENCE 



A34900 #Type Protein 

*Tunor necrosis factor receptor precursor 
Ol-Aug-1990 ^Sequence Ol-Aug-1990 #Text 01 

0.0 0.0 0.0 0.0 0.0 
«This entry is not verified. 



Hunan j 



• Hunan 
•Aug-1990 



Schal I T . J . r Lew i s 
G.C. 1 Wong G.H. W. 
Lentz R . , Raab H , 

Cell (1990) 6i;361- 



M.r Koller 
r Gatanaga 
, Kohr W.J, 
370 



K. J. f Lee A. j Rice 
T . r Granger G . A . » 
, Goeddel D.V. 



Molecular cloning and expression of a receptor for 
human tumor necrosis factor, 
■number A34900 
A34900 

#Molecul ar-uieight 50494 #Length 455 #Check5um 153 



Initial 
Res idue 
Gaps 



Score = 
Identity = 



455 Optimized Score = 
1007. Matches 

0 Conservative 



455 
455 

Subst i tut i ons 



Significance = 48.61 
Mismatches = 0 

0 



X 10 20 30 40 50 60 70 

MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKYIHPQNNSICCTKCHKGTYLYNDC 

i i I I I I M I I I I i I i I I I I I i i i i I I I I I i i I ! I I I i I I I I I i I I I I I I I M I I I I i i i I I I I I I I I I I I I I 
MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKYIHPQNNSICCTKCHKGTYLYNDC 
X 10 20 30 40 50 60 70 

80 90 100 110 120 130 140 

PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCF 

I I i I I I I I I I I I I I I I i I I I I I i I I I I M I i I M I I I I i I I I I I i I M i I I I I I I I I I I I I I I I I I I I I I M 
PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCF 
80 90 100 110 120 130 140 



150 160 170 180 190 200 210 

NCSLCLNGTVHLSCQEK<3NTVCTCHAGFFLRENECVSCSNCKKSLECTJ<LCLPQIENVKGTEDSGTTVLLPL 

i i i I I I I I I I I I i I I I I I I Hi I i I i I i I i I I I i I I I i I I I I I I I I # i I I I I I I i I I i I I I I I I I I I I I 
NCSLCLNGTVHLSCQEKQNT^TCHAGFFLRENECVSCSNCKKSLECm.CLPQIENVKGTEDSGTTVLLPL 
150 160 170 ISO 190 200 210 



220 230 ^40 250 260 ^ 270 280 

VIFFGLCLLSLLFIGLMYRY^JKSKLYSIVCGKSTPEKEGELEGTT^LAPNPSFSPTPGFTPTLGFSPV 

1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 in 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 m 1 1 1 1 M i 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 

VIFFGLCLLBLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFSPV 
220 230 240 250 260 270 280 

290 300 310 320 330 340 350 360 

PSSTFTSBSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 
I M I I I i I i I i I I I i I I I i I i i I I I I i i I I I i i i i I I I I I i I I I I I I I I I I I I i I I i I I I i I I I I i I I I I I I 
PSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 

290 300 310 320 330 340 350 360 

370 380 390 400 410 420 430 

AVVENVPPLRWKEFVRRLGLSDHEIDRLELQNGRCLREAQYSMLATWRRRTPRREATLELLGRVLRDMDLLG 

I I I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I i I I I I I I I I I i I I I I I I I I i I I i I I I I i I I I i I I I I I i I 
AVVENVPPLRWKEFVRRLGLSDHEIDRLELQNGRCLREAQYSMLATWRRRTPRREATLELLGRVLRDMDLLG 
370 380 390 400 410 420 430 

440 450 X 

CLEDIEEALCGPAALPPAPSLLR 

I I I I I I I I i I I I I I I I M I I I I I 
CLEDIEEALCGPAALPPAPSLLR 
440 450 X 



3. US-07-62_5-66.8A-2_( 1-455) _ 

(Sr2057 #Tufnor necrosis factor receptor type l - Hurtan 7 



ENTRY 
TITLE 
DATE 

PLACEMENT 
COMMENT 
SOURCE 
REFERENCE 
^Authors 

^Journal 
#TitIe 



^Reference- 
#Access ion 

SUMMARY 

SEQUENCE 



S12057 »Type Protein 

«Tunor necrosis factor receptor type 1 - Human 
09-Jul-1991 ^Sequence 09-Jul-1991 #Text 09-Jul-1991 

0.0 0.0 0.0 0.0 0.0 
»This entry is not verified. 
Homo sapiens #Connon-name man 

Nophar Y.i Kemper 0.? Brakebusch C.f Engelnann H.» 

Zuang R.> Aderka D.» Holtmann H.» Wallach D. 
EMBO J. (1990) 9:3269-3278 

Soluble forms of tumor necrosis factor receptors 
(TNF-Rs). The cDNA for the type I TNF-R, cloned 
using amino acid sequence data of its soluble 
f orm I encodes both the cell surface and a soluble 
form of the receptor, 
-number S12057 

S12057 

«Molecular-uieight 50494 »Length 455 #Checksum 153 



Initial 
Res idue 
Gaps 



Score = 
Identity = 



455 Optimized 
lOOX Matches 

0 Conservative 



Score = 



455 
455 

Subst i tut i ons 



Significance = 
Mismatches = 



48.61 

0 
0 



X 10 20 30 40 50 60 70 

MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKYIHPQNNSICCTKCHKGTYLYNDC 

I I I I I I i I I I I M M I I I I I I I i I I I I I I I I I i I M i I I I I I I I I I I I i I I I I I I I I i I I I I I I I I I I I i I I 
MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKYIHPQNNSICCTKCHKGTYLYNDC 
X 10 20 30 40 50 60 70 

80 90 100 110 120 130 140 

PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCF 
i I I I I I I I I I I i I I I i I I i I I I I I M I i I I I I I I I I I I I I I I I I I I I I I I I i I I I I I i I I I i i I I I I I I I I I 
PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCF 

80 90 100 110 120 130 140 



150 



160 



170 



180 



190 



200 



210 



NCSLCLNGTVHLSCQEKQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPL 
I I i I I I I I I I I I i I I i I I I I I I I I I I I I I i I I I i I I I I i I i I I I I I I I i I I i I I I I i I I I i I i I I I I I i I i I 
NCSLCLNGTVHLSCQEKQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPL 
150 160 170 180 190 200 210 

220 230 240 250 260 270 280 

VIFFGLCLLSLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFSPV 

I I I I I I I I I I I I i I I I i I i I i I I I I I I I I I i I I I I I i I I I I I I I i I I i i I I I I I I I I I I I I I i I I I i I I I i I 
VIFFGLCLLSLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFSPV 
220 230 240 250 260 270 280 

290 300 310 320 330 340 350 360 

PSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 

i I i I I I i I i I I i M I I I I I I I I I I I I I I i I I I i I I I I I I i I I I I I I i I I I i M I i I i I i i I I I I i I I I I I i I 
PSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 
290 300 310 320 330 340 350 360 

370 380 390 400 410 420 430 

AVVENVPPLRWKEFVRRLGLSDHEIDRLELQNGRCLREAQYSMLATWRRRTPRREATLELLGRVLRDMDLLG 

I I I I I I I I I I I I I I i I I I I I i I I I I I I I i I I I I I i I I I I i I i I I I I I I I i I I I I i I I I I I I I I I I I I I I I I I 
AVVENVPPLRWKEFVRRLGLSDHEIDRLELQNGRCLREAQYSMLATWRRRTPRREATLELLGRVLRDMDLLG 
370 380 390 400 410 420 430 

440 450 X 

CLEDIEEALCGPAALPPAPSLLR 

i I I i I I I I I I I I I I I I I I i I I I I 
CLEDIEEALCGPAALPPAPSLLR 
440 450 X 



4. US-07-625-668A-2 (1-455) 

A36555 *Tunor necrosis factor receptor precursor - Human / 



ENTRY 
TITLE 
DATE 

PLACEMENT 
COMMENT 
SOURCE 
REFERENCE 
^Author 5 



ttJourna I 
#Title 



#Ref erence 
^Accession 

SUMMARY 

SEQUENCE 



A36555 #Type Protein 

*Tumor necrosis factor receptor precursor - Human 
15-Apr-1991 ttSequence 15-Apr-1991 #Text 15-Apr-1991 

0.0 0.0 0.0 0.0 0.0 
*This entry is not verified. 
Homo sapiens #Common-name man 

Himmler A.f Maurei — Fogy I.» Kroenke M.f Scheurich 
P.t Pfizenmaier K.r Lantz M.f Olsson I., Hauptmann 
R.r Stratoua C.r Adolf G.R. 

DNA Cell Biol. (1990) 9:705-715 

Molecular cloning and expression of human and rat 
tumor necrosis factor receptor chain (p60) and its 
soluble derivative^ tumor necrosis factor-binding 
protein . 
-number A36555 

A36555 

«Molecul ar-ueight 50494 #Length 455 «Checksum 153 



Initial Score = 455 Optimized 
Residue Identity = 100% Matches 
Gaps = 0 Conservative 



Score = 455 
455 

Substitutions 



Significance = 48.61 
Mismatches = 0 
= 0 



X 10 20 30 40 50 60 70 

MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKYIHPQNNSICCTKCHKGTYLYNDC 
I I I I i I I I I I i I I I I i i I I I I i I I I I I I I I i I I I i I I I I I I I I I I I I I I I i I I I i I I I I I I I i I I I I I I I I I 
MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKYIHPQNNSICCTKCHKGTYLYNDC 
X 10 20 30 40 50 60 70 



80 90 
PGPGQDTDCRECESGSFTAS 
I i i I I I I I I I i I I I I I I I i 



100 no 12 

HLRHCLSCSKCRKEMGQVEISSCTV 
I I I i I I i I I i I i I i I i I I I I I i I I 



130 140 
TVCGCRKNQYRHYWSENLFQCF 
I I I i i > < > I I I I I M " I I 



PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCF 
80 90 100 110 12^ 130 140 

150 ■ 160 ^ 170 180 190 ^ 200 210 

NCSLCLNGTVHLBCQEKQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPL 
I I i I I I I I I I I I I I I I i I I I I i i I I I I I I I I I I I I I I I I i I I I I i I i I I I I I I I I I I I I I i I I I I I I I I I I I 
NCSLCLNGTVHLSCQEKQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPL 
150 160 170 180 190 200 210 

220 230 240 250 260 270 280 

VIFFGLCLLSLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFBPV 
M I I I I I I i I i I I I I I I I i i I I I I I I i I i I I I I I i I I I I I I I I I I I I I I I i I I I i I I I i I I I I I I I I I I I I I 
VIFFGLCLLSLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFSPV 

220 230 240 250 260 270 280 

290 300 310 320 330 340 350 360 

PSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 

i I I I I I I I I I I I I I i I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I i I I i i I I I I i I I I I I 
PSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 
290 300 310 320 330 340 350 360 

370 380 390 400 410 420 430 

AVVENVPPLRWKEFVRRLGLSDHEIDRLELQNGRCLREAQYSMLATWRRRTPRREATLELLGRVLRDMDLLG 

I M I I I i I I I i I I I ! I I I I I I I I I I I I i i I I I i I I I i I I I I I i I I I M i I M I I M I I I I I I I I i I I I i I I i 
AVVENVPPLRWKEFVRRLGLSDHEIDRLELQNGRCLREAQYSMLATWRRRTPRREATLELLGRVLRDMDLLG 
370 380 390 400 410 420 430 

440 450 X 

CLEDIEEALCGPAALPPAPSLLR 

i I i I I I i I I I I I I I i I I I I I I I I 
CLEDIEEALCGPAALPPAPSLLR 
440 450 X 



5. US-07-625-668A-2 (1-455) 

A38281 *Tunor necrosis factor receptor precursor 



Hunan 



ENTRY 
TITLE 
DATE 

PLACEMENT 
COMMENT 
SOURCE 
REFERENCE 
ttAuthor s 



A38281 #Type Protein 

*Tunor necrosis factor receptor precursor - Hunan 
30-May-1991 «Sequence 30-May-1991 «Te;<t 30-May-1991 

0.0 0.0 0.0 0.0 0.0 
»This entry is not verified. 
Hono sapiens #Connon-nane nan 



Gray P. W. r 
Feldnann 
#Journal Proc . Natl 

#Title Cloning of 

receptor 
soluble TNF-binding 
#Ref erence-nunber A382S1 
#Accession A382S1 
#Cro5S-ref erence GBJM37764 
SUMMARY #Molecular-ueight 50393 

SEQUENCE 



Barrett K.» Chantry D.r Turner M.» 
M. 

Acad. Sci. U.S.A. (1990) 87:7380-7384 
human tunor necrosis factor (TNF) 
cDNA and expression of recombinant 



protein . 



ttLength 455 ttChecksun 376 



Initial 
Res idue 
Gaps 



Score = 
Identity = 



452 Optimized 
99% Matches 

0 Conservative 



Score = 



452 
452 

Substitutions 



Significance = 48, 
Mismatches = 



28 
3 
0 



X 10 20 30 40 50 60 70 

MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKYIHPQNNSICCTKCHKGTYLYNDC 

i I i I I I I I I I I i I I I I I I i I I I I I I I I I i I I I I I I I I i I I I I I I I I I I i I i I I I I I i I I I I I I I I I I I I I I I 
MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKYIHP(5NNSICCTKCHKGTYLYNDC 
X 10 20 30 40 50 60 70 



so 90 100 110 120 130 140 

PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKIMQYRHYWSENLFQCF 
I I I I I I I I I I I I I I I I I I I I I i I i I I i I i I i I i I i i i I i I i I I I I I I I i I I I I I i I I I I I I I i I I I I I I I i I 
PGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSENLFQCF 

80 90 100 110 120 130 140 

150 160 170 180 190 200 210 

NCSLCLNGTVHLSCQEKQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPL 

I I I I i I i I I I I I I I I I I I I I i I I I I I I I I I i I I I i I i I I I i I I I I I I I I I i I I I i I I I i I I I I I I I I I I I I I 
NCSLCLNGTVHLSCQEKQNTVCTCHAGFFLRENECVSCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPL 
150 160 170 180 190 200 210 

220 230 240 250 260 270 280 

VIFFGLCLLSLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFSPV 

I I i 1 I I i I i I M I I I M I i I I I i M M M i i I I I I I I i I I I I I I I I I I I I I I I I i I i I I I I I I I i I I I I I I I 
VIFFGLCLLSLLFIGLMYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFSPV 
220 230 240 250 260 270 280 

290 300 310 320 330 340 350 360 

PSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 

I I I i I I I I I I i I I I i I I I I I I I I I I I I I i i I I i I I i I I I I i I I I I I I I i I I I I I I I I I I I I I I I I j I I I I I I 
PSSTFTSSSTYTPGDCPNFAAPRREVAPPYQGADPILATALASDPIPNPLQKWEDSAHKPQSLDTDDPATLY 
290 300 310 320 330 340 350 360 

370 380 390 400 410 420 430 

AVVENVPPLRWKEFVRRLGLSDHEIDRLELQNGRCLREAQYSMLATWRRRTPRREATLELLGRVLRDMDLLG 

I I I I i i I I i I I I I I I I i I I I i I i I I I I I I I I I I I I I i I i I I I i I I I I I I I i I I I I I I I I I I I I i Mill 
AVVENVPPLRTLEFVRRLGLSDHEIDRLELQNGRCLREAQYSMLATWRRRTPRREATLELLGRVLRNMDLLG 
370 380 390 400 410 420 430 

440 450 X 

CLEDIEEALCGPAALPPAPSLLR 

i II I i I I I II II ! I II I II I i I i 
CLEDIEEALCGPAALPPAPSLLR 
440 450 X 



6. US-07-625-668A-2 (1-455) 

S16677 »P55 tunor necrosis factor receptor - Mouse 



ENTRY 
TITLE 
DATE 

PLACEMENT 
COMMENT 
SOURCE 
REFERENCE 
#Author s 



S16677 »Type Protein 

»P55 tunor necrosis factor receptor - Mouse 
07-Apr-1992 ^Sequence 07-Apr-1992 #Text 07-Apr-1992 

0.0 0.0 0.0 0.0 0.0 
#This entry is not verified. 
Mus nusculus #Connon-nane house nouse" 



Barrett K.f Tay lor-Fi shuiick D.A.» Cope A. P., 

Kissonerghis A.M.» Gray P.W.f Feldmann M.j Foxuell 
B.M.J. 

^Journal Eur. J. Ininunol. (1991) 21:1649-1656 

»Title Cloningf expression and cross-linking analysis of 

the murine p55 tunor necrosis factor receptor. 

#Ref erence-nunber S16677 

SAccession S16677 

#Cros5-reference EMBL:X5923S 
SUMMARY »Molecular-u»eight 50129 »Length 454 #Check5un 4839 

SEQUENCE 



Initial 
Res i due 
Gaps 



Score = 
Identity = 



224 
627. 
6 



Opt ini zed 
Matches 
Conservat i ve 



Score = 



267 
287 

Substitutions 



Significance = 27.93 
Mismatches = 164 

0 



X 10 2C^ 30 40 B 60 70 

mglstvpdlllplvllellviSTypsgviglvphlgdrekrdsvcpqg^hpqnnsicctkchkgtylyndc 
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